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Pstl (6)
Sdal (6) Spel (13)
1 CCTGCAGGGCCCACTAGTCGCCTTGCTGTGCCACTTTGGGACTTCCCTCCCTAGCCTGAGCTTCAGTTTTCCTGCCTGTTAGGCAGCCCCATGTCAACTG

Eco4711I (165)
BamHI (156)
101 CACTTAGTAGGCCGGGTTTGATGCCCGACAAGACGTGAAGTGGTGGAGGTGGGCAGGATCCCAGCGCTACCATCTTCTTGAACCAGTGATCTCAACACAT

201 CGGATTTCTGTTTCCTCATCTGCAAAATGGGATCAGTGAGCTCAGGTGGGTCACAAATTCTACAGGAACTACTTTAGCCAAGCCCGGCCCCCTGAAAGTT

EcoNI (372)
301 CCCCTCGGTGGGCTGTTAGGGTGATTGTTTTCATCTGTGGGGCTCCCTGATGCGTCCCACCCACCAGCCTTGGAGAGGGTGGGATGGGAGGGTGGGGTGC

401 TTGGGGAGACAAGCCTAGAGCCTGGGCCCTCCCACCCCACTGCCTCCCCCCATCCCAGGGCCCCCCACCCAGTGACAAAGCCCGTGGCACTTCCTCTACC

Nael (564)
501 CGGTTGGCAGGCGGCCTGGCCCAGCCCCTTCTCTAAGGAAGCGCATTTCCTGCCTCCCTGGGCCGGCCGGGCTGGATGAGCCGGGAGCTCCCTGCTGCCG

601 GTCATACCACAGCCTTCATCTGCGCCCTGGGGCCAGGACTGCTGCTGTCACTGCCATCCATTGGAGCCCAGCACCCCCTCCCCGCCCATCCTTCGGACAG

Tth111l (781)
701 CAACTCCAGCCCAGCCCCGCGTCCCTGTGTCCACTTCTCCTGACCCCTCGGCCGCCACCCCAGAAGGCTGGAGCAGGGACGCCGTCGCTCCGGCCGCCTG

SandI (808) Nael (831) BbrPI (897)
801 CTCCCCTCGGGTCCCCGTGCGAGCCCACGCCGGCCCCAGTGCCCGCCCGCAGCCCTGCCACTGGACACAGGATAAGGCCCAGCGCACAGGCCCCCACGTG

Ncol (905) Nhel (943) Acc65I (999)
901 GACACCATGGGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGG
==P>1 kMe tGl yGl ySer Hi sHi sHi sHi sHi sHi sGl yMe tAl aSer Me tThr Gl yGl yGI nGl nMe tGl yArgAspLeuTyrAspAspAspAsplLysV
Bsu36l (1004)
1001 TACCTAAGGATCAGCTTGGAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCC
32FalProLysAspGlnLeuGlyValAspProVal Val LeuGl nArgArgAspTrpGl uAsnProGlyVal Thr Gl nLeuAsnArgLeuAl aAl aHisProPr
FspI (1159)
1101 TTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGCGCTTTGCCTGGTTTCCGGCA
65k oPheAl aSer TrpArgAsnSer Gl uGl uAl aArgThrAspArgProSer Gl nGl nLeuArgSer LeuAsnGl yGl uTrpArgPheAl aTrpPheProAl a
Bsu36l (1241)
1201 CCAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACTGTCGTCGTCCCCTCAAACTGGCAGATGCACGGTTACGATGCGCCCA
99k ProGluAlaVal ProGluSer TrpLeuGl uCysAspLeuProGl uAl aAspThrVal ValVal ProSerAsnTrpGl nMetHisGlyTyrAspAlaProl
1301 TCTACACCAACGTAACCTATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGGAGAATCCGACGGGTTGTTACTCGCTCACATTTAATGTTGATGAAAG
132k | eTyrThrAsnVal Thr TyrProl | eThr ValAsnProProPheVal ProThr Gl uAsnProThr Gl yCysTyrSer LeuThr PheAsnValAspGl uSe
1401 CTGGCTACAGGAAGGCCAGACGCGAATTATTTTTGATGGCGTTAACTCGGCGTTTCATCTGTGGTGCAACGGGCGCTGGGTCGGTTACGGCCAGGACAGT
165k r TrpLeuGInGluGlyGInThrArgl I el | ePheAspGlyValAsnSer Al aPheHi sLeuTrpCysAsnGlyArgTrpVal Gl yTyrGl yGl nAspSer
1501 CGTTTGCCGTCTGAATTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGCCTCGCGGTGATGGTGCTGCGTTGGAGTGACGGCAGTTATCTGGAAG
199k ArglLeuProSer Gl uPheAspLeuSer Al aPheLeuArgAl aGl yGl uAsnArgLeuAl aValMetVal LeuArgTrpSerAspGlySer TyrLeuGl uA
AatIl  (1640)
1601 ATCAGGATATGTGGCGGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATAAACCGACTACACAAATCAGCGATTTCCATGTTGCCACTCGCTTTAA
232F spGlnAspMetTrpArgMetSer Glyl | ePheArgAspVal Ser LeuLeuHisLysProThr ThrGlnl | eSerAspPheHisValAl aThrArgPheAs
1701 TGATGATTTCAGCCGCGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTTGCGTGACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGAAACG
265F nAspAspPheSerArgAl aVal LeuGl uAl aGluVal Gl nMe tCysGl yGluLeuArgAspTyrLeuArgVal Thr Val Ser LeuTrpGl nGlyGluThr
Clal (1841)
1801 CAGGTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGTGGTTATGCCGATCGCGTCACACTACGTCTGAACGTCGAAAACCCGA
299k GInValAl aSer Gl yThr Al aProPheGlyGlyGlul l el | eAspGl uArgGl yGl yTyrAl aAspArgVal Thr LeuArgLeuAsnVal Gl uAsnProL
1901 AACTGTGGAGCGCCGAAATCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACACCGCCGACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTT
332k ysLeuTrpSerAlaGlul leProAsnLeuTyrArgAlaVal Val GluLeuHi sThrAl aAspGlyThrLeul | eGl uAl aGl uAl aCysAspVal Gl yPh
2001 CCGCGAGGTGCGGATTGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCTGATTCGAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGGTCAG
365k eArgGluValArgl | eGluAsnGlyLeuLeulLeuLeuAsnGlyLysProLeulLeul | eArgGlyValAsnArgHi sGl uHisHisProLeuHisGlyGln
EcoRV (2130)
2101 GTCATGGATGAGCAGACGATGGTGCAGGATATCCTGCTGATGAAGCAGAACAACTTTAACGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGT
399k ValMe tAspGl uGl nThr MetVal Gl nAspl | eLeuLeuMe tLysGl nAsnAsnPheAsnAl aValArgCysSerHisTyrProAsnHisProLeuTrpT
Sspl (2247)
2201 ACACGCTGTGCGACCGCTACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAACCCACGGCATGGTGCCAATGAATCGTCTGACCGATGATCCGCGCTG
432F yrThrLeuCysAspArgTyrGlyLeuTyrVal ValAspGluAl aAsnl 1 eGluThrHisGlyMetValProMetAsnArgLeuThrAspAspProArgTr
BsaBI (2343)
2301 GCTACCGGCGATGAGCGAACGCGTAACGCGAATGGTGCAGCGCGATCGTAATCACCCGAGTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGC
465F pLeuProAl aMetSer Gl uArgVal ThrArgMetVal Gl nArgAspArgAsnHisProSerValllel leTrpSerLeuGl yAsnGluSer Gl yHisGly
2401 GCTAATCACGACGCGCTGTATCGCTGGATCAAATCTGTCGATCCTTCCCGCCCGGTGCAGTATGAAGGCGGCGGAGCCGACACCACGGCCACCGATATTA
499k Al aAsnHisAspAlaLeuTyrArgTrpl leLysSer ValAspProSerArgProVal Gl nTyrGluGlyGl yGl yAl aAspThr ThrAlaThrAspl lel
BssHIT (2515) Bbsl (2534)

2501 TTTGCCCGATGTACGCGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGAAATGGTCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCC
532F | eCysProMetTyrAl aArgValAspGl uAspGl nProPheProAlaValProLysTrpSer|leLysLysTrpLeuSerLeuProGlyGluThrArgPr
2601 GCTGATCCTTTGCGAATACGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGCTAAATACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGGCGGC
565k oLeul | eLeuCysGluTyrAl aHi sAl aMe tGl yAsnSer LeuGl yGl yPheAl aLysTyrTrpGl nAl aPheArgGlnTyrProArgLeuGlnGlyGly
2701 TTCGTCTGGGACTGGGTGGATCAGTCGCTGATTAAATATGATGAAAACGGCAACCCGTGGTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAACGATC
599k PheVal TrpAspTrpValAspGlnSerLeul leLysTyrAspGluAsnGlyAsnProTrpSerAlaTyrGlyGl yAspPheGl yAspThr ProAsnAspA

FoaATIIT (DR8N



2801 GCCAGTTCTGTATGAACGGTCTGGTCTTTGCCGACCGCACGCCGCATCCAGCGCTGACGGAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATC
632k r gGl nPheCysMetAsnGl yLeuVal PheAl aAspArgThr ProHi sProAl aLeuThr Gl uAl aLysHi sGI nGl nGl nPhePheGI nPheArgLeuSe

2901 CGGGCAAACCATCGAAGTGACCAGCGAATACCTGTTCCGTCATAGCGATAACGAGCTCCTGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGC
665k rGlyGInThr 1 leGluVal Thr Ser GluTyrLeuPheArgHi sSerAspAsnGluLeulLeuHisTrpMetValAl aLeuAspGlyLysProLeuAl aSer

3001 GGTGAAGTGCCTCTGGATGTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCTGAACTACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTAC
699k Gl yGluVal ProLeuAspValAl aProGlnGlyLysGlnLeul | eGluLeuProGluLeuProGlInProGluSerAlaGlyGlnLeuTrpLeuThrValA

3101 GCGTAGTGCAACCGAACGCGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCTGGCAGCAGTGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGC
732FrgVvalVal GInProAsnAl aThrAl aTrpSer GluAl aGlyHis| I eSer Al aTrpGInGlnTrpArgLeuAl aGl uAsnLeuSer Val Thr LeuP roAl

3201 CGCGTCCCACGCCATCCCGCATCTGACCACCAGCGAAATGGATTTTTGCATCGAGCTGGGTAATAAGCGTTGGCAATTTAACCGCCAGTCAGGCTTTCTT
765F aAl aSerHisAlal leProHisLeuThr Thr Ser Gl uMe tAspPheCys| | eGl uLeuGl yAsnLysArgT rpGl nPheAsnArgGl nSer Gl yPheLeu

3301 TCACAGATGTGGATTGGCGATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTTCACCCGTGCACCGCTGGATAACGACATTGGCGTAAGTGAAGCGA
799k SerGInMetTrpl | eGl yAspLysLysGlnLeuLeuThrProLeuArgAspGl nPheThrArgAl aProLeuAspAsnAspl | eGlyVal Ser Gl uAlaT

3401 CCCGCATTGACCCTAACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACCAGGCCGAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTGCTGA
832k hrArgl I eAspProAsnAl aTrpVal Gl uArgTrpLysAl aAl aGlyHi sTyrGl nAl aGl uAl aAl aLeuLeuGl nCysThr Al aAspThr LeuAl aAs

3501 TGCGGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATTTATCAGCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAATGGCG
865k pAlaVallLeul | eThr ThrAlaHisAlaTrpGlnHisGInGlyLysThrLeuPhel | eSerArgLysThr TyrArgl | eAspGlySer Gl yGl nMetAl a

3601 ATTACCGTTGATGTTGAAGTGGCGAGCGATACACCGCATCCGGCGCGGATTGGCCTGAACTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAAACTGGCTCG
899k | | eThrValAspVal GluValAl aSerAspThrProHi sProAl aArgl | eGl yLeuAsnCysGl nLeuAl aGlnValAl aGluArgValAsnTrpLeuG

Bbsl (3786)

Bst11071 (3779)
BspLUI11I (3776) BsiWI (3787)

3701 GATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACCGCTGGGATCTGCCATTGTCAGACATGTATACCCCGTACGTCTTCCC
932F I yLeuGl yProGI nGluAsnTyrProAspArgLeuThrAl aAl aCysPheAspArgTrpAspLeuProlLeuSerAspMetTyrThrProTyrValPhePr

3801 GAGCGAAAACGGTCTGCGCTGCGGGACGCGCGAATTGAATTATGGCCCACACCAGTGGCGCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCAACAG
965F 0Ser Gl uAsnGl yLeuArgCysGlyThrArgGluLeuAsnTyrGlyProHi sGI nTrpArgGl yAspPheGl nPheAsnl| | eSerArgTyrSerGInGln

Ndel (3974)

3901 CAACTGATGGAAACCAGCCATCGCCATCTGCTGCACGCGGAAGAAGGCACATGGCTGAATATCGACGGTTTCCATATGGGGATTGGTGGCGACGACTCCT
999k Gl nLeuMe tGl uThr Ser Hi sArgHi sLeuLeuHi sAl aGl uGl uGl yThr TrpLeuAsn| | eAspGl yPheHi sMetGlyl | eGl yGl yAspAspSer T

Nhel (4096)

EcoRI (4090)
4001 GGAGCCCGTCAGTATCGGCGGAATTACAGCTGAGCGCCGGTCGCTACCATTACCAGTTGGTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAG
1032F rpSerProSer Val SerAl aGluLeuGl nLeuSer Al aGlyArgTyrHisTyrGlnLeuVal TrpCysGlnLyseee
4101 CTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTAT

Mfel (4270)
4201 TTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAG

Dral (4358)
Dral (4319) Swal (4361)
4301 GGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCCATTTAAATGTTAATTAACTAGCCATGACCAAAATCCCTTAACG

[

4401 TGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAA

4501 AAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTG

4601 TTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAG

4701 TGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGC

4801 TTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAA

4901 GCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCG

BspLU11I

5001 TCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCAC

Asel (5137) Sfil (5188) Mscl
5101 ATGTTCTTAATTAAATTTTTCAAAAGTAGTTGACAATTAATCATCGGCATAGTATATCGGCATAGTATAATACGACTCACTATAGGAGGGCCATCATGG
_— - 1kMetA

5200 CCAAGTTGACCAGTGCTGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGTTGAGTTCTGGACTGACAGGTTGGGGTTCTCCAGAGATTTTGTGGA
2k laLysLeuThrSerAlaValProValLeuThrAlaArgAspValAlaGlyAlaVal Gl uPheTrpThrAspArglLeuGl yPheSer ArgAspPheVal Gl
5300 GGATGACTTTGCAGGTGTGGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTCCAGGACCAGGTGGTGCCTGACAACACCCTGGCTTGGGTGTGGGTG
35k uAspAspPheAl aGlyVal Val ArgAspAspVal Thr LeuPhel | eSer Al aVal Gl nAspGlnVal Val ProAspAsnThrLeuAl aTrpVal TrpVal
5400 AGAGGACTGGATGAGCTGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCAGGGATGCCAGTGGCCCTGCCATGACAGAGATTGGAGAGCAGCCCT
69FArgGlyLeuAspGluLeuTyrAlaGluTrpSerGluVal Val Ser ThrAsnPheArgAspAl aSer Gl yProAl aMetThr Glul | eGl yGl uGInProT

(5199)

Sfil (5597

5500 GGGGGAGAGAGTTTGCCCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGCAGAGGAGCAGGACTGA
102k r pGl yArgGl uPheAl aLeuArgAspP roAl aGl yAsnCysVal Hi sPheValAl aGl uGl uGl nAspeee
5600

.
L
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