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Pstl (7)
sdal (7)
1 CCTGCAGGTTACCGGCGGAAACGGTCTCGGGGTGAGAGGTCACCCGAAGGACAGGCAGCTGCTGAACCAATAGGACCAGCGCTCAGGGCGGATGCTGCCT

101 CTCATTGGTGGCCGTTAAGAATGACCAGTAGCCAATGAGTCAGCCCGGGGGGCGTAGCAATGACGTGAGTTGCGGAGGAGGCCGCTTCGAATCGGCAGCA

201 GCCAGCTTGGTGGCATGGACCAATCAGCGGCCTCCAACGAGTAGCGACTTCACCAATCGGAGGCCTCCACGACGGGGCTGTGGGGAGGGTATATAAGGCG

301 AGTCGGCGACGGCGCGCTCGATACTGGCCGAGACAACACTGACCTGGACACTTGGGCTTCTGCGTGTGTGTGAGGTAAGCGCCGCGGCCTGCTGCTAGGC

401 CTGCTCCGAGTCTGCTTCGTGTCTCCTCCTGACCCCGAGGCCCCTGTCGCCCTCAGACCAGAACCGTCGTCGCGTTTCGGGGCCACAGCCTGTTGCTGGA

Ncol (552)

501 CTCCTAAGACTCCTGCCTGACTGCTGAGCGACTGGTCCTCAGCGCCGGCACCATGGGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACT
B+ MetGlyGlySerHisHisHisHisHisHisGlyMetAlaSerMetThr

601 GGTGGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGTACCTAAGGATCAGCTTGGAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGG
17k GlyGlyGInGInMetGlyArgAspLeuTyrAspAspAspAspLysValProLysAspGinLeuGlyValAspProValValLeuGInArgArgAspTrpG
701 AAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACA
50F luAsnProGlyValThrGIinLeuAsnArgLeuAlaAlaHisProProPheAlaSerTrpArgAsnSerGluGluAlaArgThrAspArgProSerGInGl
801 GTTGCGCAGCCTGAATGGCGAATGGCGCTTTGCCTGGTTTCCGGCACCAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACT
83k nLeuArgSerLeuAsnGlyGluTrpArgPheAlaTrpPheProAlaProGluAlaValProGluSerTrpLeuGluCysAspLeuProGluAlaAspThr
901 GTCGTCGTCCCCTCAAACTGGCAGATGCACGGTTACGATGCGCCCATCTACACCAACGTAACCTATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGG
117k ValValValProSerAsnTrpGlnMetHisGlyTyrAspAlaProl leTyrThrAsnValThrTyrProl leThrValAsnProProPheValProThrG
1001 AGAATCCGACGGGTTGTTACTCGCTCACATTTAATGTTGATGAAAGCTGGCTACAGGAAGGCCAGACGCGAATTATTTTTGATGGCGTTAACTCGGCGTT
150F luAsSnProThrGlyCysTyrSerLeuThrPheAsnValAspGluSerTrpLeuGInGluGlyGInThrArgl lel lePheAspGlyValAsnSerAlaPh
1101 TCATCTGTGGTGCAACGGGCGCTGGGTCGGTTACGGCCAGGACAGTCGTTTGCCGTCTGAATTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGC
183F eHisLeuTrpCysAsnGlyArgTrpValGlyTyrGlyGInAspSerArgLeuProSerGluPheAspLeuSerAlaPheLeuArgAlaGlyGluAsnArg
1201 CTCGCGGTGATGGTGCTGCGTTGGAGTGACGGCAGTTATCTGGAAGATCAGGATATGTGGCGGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATA
217F LeuAlaValMetValLeuArgTrpSerAspGlySerTyrLeuGluAspGInAspMetTrpArgMetSerGlyl lePheArgAspValSerLeulLeuHisL
1301 AACCGACTACACAAATCAGCGATTTCCATGTTGCCACTCGCTTTAATGATGATTTCAGCCGCGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTT
250F ysProThrThrGinl leSerAspPheHisValAlaThrArgPheAsnAspAspPheSerArgAlaValLeuGluAlaGluValGInMetCysGlyGluLe
1401 GCGTGACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGAAACGCAGGTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGT
283F UArgAspTyrLeuArgValThrVvalSerLeuTrpGInGlyGluThrGInValAlaSerGlyThrAlaProPheGlyGlyGlul lel leAspGluArgGly
1501 GGTTATGCCGATCGCGTCACACTACGTCTGAACGTCGAAAACCCGAAACTGTGGAGCGCCGAAATCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACA
317F GlyTyrAlaAspArgValThrLeuArgLeuAsnValGluAsnProLysLeuTrpSerAlaGlul leProAsnLeuTyrArgAlaValValGluLeuHisT
1601 CCGCCGACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTTCCGCGAGGTGCGGATTGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCT
350F hrAlaAspGlyThrLeul leGluAlaGluAlaCysAspValGlyPheArgGluValArgl leGluAsnGlyLeulLeulLeuLeuAsnGlyLysProLeule
1701 GATTCGAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGGTCAGGTCATGGATGAGCAGACGATGGTGCAGGATATCCTGCTGATGAAGCAGAACAAC
383F ul leArgGlyValAsnArgHisGluHisHisProLeuHisGlyGInValMetAspGluGInThrMetValGInAspl leLeuLeuMetLysGInAsnAsn
1801 TTTAACGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGTACACGCTGTGCGACCGCTACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAA
417F PheAsnAlaValArgCysSerHisTyrProAsnHisProLeuTrpTyrThrLeuCysAspArgTyrGlyLeuTyrValValAspGluAlaAsnl leGluT
1901 CCCACGGCATGGTGCCAATGAATCGTCTGACCGATGATCCGCGCTGGCTACCGGCGATGAGCGAACGCGTAACGCGAATGGTGCAGCGCGATCGTAATCA
450F hrHisGlyMetValProMetAsnArgLeuThrAspAspProArgTrpLeuProAlaMetSerGluArgValThrArgMetValGInArgAspArgAsnHi
2001 CCCGAGTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGCGCTAATCACGACGCGCTGTATCGCTGGATCAAATCTGTCGATCCTTCCCGCCCG
483F sProSerVval I lel leTrpSerLeuGlyAsnGluSerGlyHisGlyAlaAsnHisAspAlaLeuTyrArgTrpl leLysSerValAspProSerArgPro
2101 GTGCAGTATGAAGGCGGCGGAGCCGACACCACGGCCACCGATATTATTTGCCCGATGTACGCGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGA
517F ValGInTyrGluGlyGlyGlyAlaAspThrThrAlaThrAspl lel leCysProMetTyrAlaArgValAspGluAspGIinProPheProAlaValProL
2201 AATGGTCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCCGCTGATCCTTTGCGAATACGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGC
550F ysTrpSerl leLysLysTrpLeuSerLeuProGlyGluThrArgProLeul leLeuCysGluTyrAlaHisAlaMetGlyAsnSerLeuGlyGlyPheAl
2301 TAAATACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGGCGGCTTCGTCTGGGACTGGGTGGATCAGTCGCTGATTAAATATGATGAAAACGGCAAC
583F aLysTyrTrpGlnAlaPheArgGInTyrProArgLeuGIinGlyGlyPheValTrpAspTrpValAspGinSerLeul leLysTyrAspGluAsnGlyAsn
2401 CCGTGGTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAACGATCGCCAGTTCTGTATGAACGGTCTGGTCTTTGCCGACCGCACGCCGCATCCAGCGC
617F ProTrpSerAlaTyrGlyGlyAspPheGlyAspThrProAsnAspArgGinPheCysMetAsnGlyLeuValPheAlaAspArgThrProHisProAlaL
2501 TGACGGAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATCCGGGCAAACCATCGAAGTGACCAGCGAATACCTGTTCCGTCATAGCGATAACGA
650F euThrGluAlaLysHisGInGInGInPhePheGInPheArgLeuSerGlyGInThrl leGluValThrSerGluTyrLeuPheArgHisSerAspAsnGl
2601 GCTCCTGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGCGGTGAAGTGCCTCTGGATGTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCT
683F uLeuLeuHisTrpMetValAlaLeuAspGlyLysProLeuAlaSerGlyGluValProLeuAspValAlaProGInGlyLysGInLeul leGluLeuPro
2701 GAACTACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTACGCGTAGTGCAACCGAACGCGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCT
717F GluLeuProGInProGluSerAlaGlyGlnLeuTrpLeuThrValArgValValGInProAsnAlaThrAlaTrpSerGluAlaGlyHisl leSerAlaT
2801 GGCAGCAGTGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGCCGCGTCCCACGCCATCCCGCATCTGACCACCAGCGAAATGGATTTTTGCATCGA
750F rpGInGInTrpArgLeuAlaGluAsnLeuSerValThrLeuProAlaAlaSerHisAlal leProHisLeuThrThrSerGluMetAspPheCysl leGl
2901 GCTGGGTAATAAGCGTTGGCAATTTAACCGCCAGTCAGGCTTTCTTTCACAGATGTGGATTGGCGATAAAAAACAACTGCTGACGCCGCTGCGCGATCAG
783F uLeuGlyAsnLysArgTrpGIinPheAsnArgGinSerGlyPhelLeuSerGInMetTrpl leGlyAspLysLysGlnLeuLeuThrProLeuArgAspGin
3001 TTCACCCGTGCACCGCTGGATAACGACATTGGCGTAAGTGAAGCGACCCGCATTGACCCTAACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACC
817F PheThrArgAlaProLeuAspAsnAspl leGlyValSerGluAlaThrArgl leAspProAsnAlaTrpValGluArgTrpLysAlaAlaGlyHisTyrG
3101 AGGCCGAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTGCTGATGCGGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATT
850F InAlaGluAlaAlaLeuLeuGInCysThrAlaAspThrLeuAlaAspAlaValLeul leThrThrAlaHisAlaTrpGInHisGInGlyLysThrLeuPh
3201 TATCAGCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAATGGCGATTACCGTTGATGTTGAAGTGGCGAGCGATACACCGCATCCGGCGCGGATTGGC
883k el leSerArgLysThrTyrArgl leAspGlySerGlyGinMetAlal leThrValAspValGluValAlaSerAspThrProHisProAlaArgl leGly
3301 CTGAACTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAAACTGGCTCGGATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACC
917F LeuAsnCysGInLeuAlaGlInValAlaGluArgValAsnTrpLeuGlyLeuGlyProGInGluAsnTyrProAspArgLeuThrAlaAlaCysPheAspA
3401 GCTGGGATCTGCCATTGTCAGACATGTATACCCCGTACGTCTTCCCGAGCGAAAACGGTCTGCGCTGCGGGACGCGCGAATTGAATTATGGCCCACACCA
950F rgTrpAspLeuProLeuSerAspMetTyrThrProTyrValPheProSerGluAsnGlyLeuArgCysGlyThrArgGluLeuAsnTyrGlyProHisGl
3501 GTGGCGCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCAACAGCAACTGATGGAAACCAGCCATCGCCATCTGCTGCACGCGGAAGAAGGCACATGG
983F nTrpArgGlyAspPheGInPheAsnl leSerArgTyrSerGInGInGlinLeuMetGluThrSerHisArgHisLeuLeuHisAlaGIuGluGlyThrTrp




3601 CTGAATATCGACGGTTTCCATATGGGGATTGGTGGCGACGACTCCTGGAGCCCGTCAGTATCGGCGGAATTACAGCTGAGCGCCGGTCGCTACCATTACC

1017F LeuAsnl leAspGlyPheHisMetGlyl leGlyGlyAspAspSerTrpSerProSerValSerAlaGluLeuGlnLeuSerAlaGlyArgTyrHisTyrG
EcoRI (3737)

3701 AGTTGGTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAG

1050F InLeuValTrpCysGlnLysee==

3801 TGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAA

3901 ACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGA

[

Pacl (4018)
4001 TCCATTTAAATGTTAATTAACTAGCCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTC

4101 TTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTT

4201 TTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGC

4301 CTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAA

4401 GGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAA

4501 AGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCT

4601 GGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAA

Pacl (4758)
4701 CGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTAATTAAATTTTTCAAAAGTAGTTGACAATTAATCATCGGCATAGTA
4801 TATCGGCATAGTATAATACGACTCACTATAGGAGGGCCATCATGGCCAAGTTGACCAGTGCTGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGT
- 1k MetAlaLysLeuThrSerAlaValProValLeuThrAlaArgAspValAlaGlyAlaVa
4901 TGAGTTCTGGACTGACAGGTTGGGGTTCTCCAGAGATTTTGTGGAGGATGACTTTGCAGGTGTGGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTC
20F IGIuPheTrpThrAspArgLeuGlyPheSerArgAspPheValGluAspAspPheAlaGlyValValArgAspAspValThrLeuPhel leSerAlaVal
5001 CAGGACCAGGTGGTGCCTGACAACACCCTGGCTTGGGTGTGGGTGAGAGGACTGGATGAGCTGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCA
54F GInAspGInValValProAspAsnThrLeuAlaTrpValTrpValArgGlyLeuAspGluLeuTyrAlaGluTrpSerGluValValSerThrAsnPheA
5101 GGGATGCCAGTGGCCCTGCCATGACAGAGATTGGAGAGCAGCCCTGGGGGAGAGAGTTTGCCCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGC
87F rgAspAlaSerGlyProAlaMetThrGlul leGlyGluGInProTrpGlyArgGluPheAlaLeuArgAspProAlaGlyAsnCysValHisPheValAl
Pacl (5267)
5201 AGAGGAGCAGGACTGAGGATAAGAATTGTAACAAAAAACCCCGCCCCGGCGGGGTTTTTTGTTAATTAA
120F aGluGluGInAspe== >






