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1259

1333
17
1407
41
1481
66

1555
91
1629
115
1703
140
1777
165
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214
1999
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593

667

741

815

889

963

1037

1111

1185

EcoRI (23)
NotI (2) Xbal (19) Sdal (38) Spel (45)
GCGGCCGCGTCGACGATATCTAGAATTCGGATCCTGCAGGGCCCACTAGTCATGGATGGTTGTGAACCACCATG

BspEI (93)
TGGTTGCTGGGATTTGAACTCCGGACCTTTGGAAAAGAAGTCGGGTGCTCTTACCCACTGAACCATCTCACCAG

CCCCACAGCAAACTCTTATACAAGAAGAAGAGGGCTGTGTTGAGGGCCTAGACTTCATTTTCTTCCTCCTCTTC

CTCCTCCTCCTCTTTCTCTTCTTCCTCTTCTTCCTCCTCCTCTTCCTCCTCCTCCCCCCTTCCTCTTCCTCTTC

CTCCTCCTTCTTTTTCCAAGACAGGATTTCCCTGTGTAGCCCTGCCTATCCTGAAACTCACTCTATAGACCAGA

CTGGCCTCAAACTCATAGAAATCCACCTGCCTCTGCCTCCCGAGTGCTAGGATTAAAGGCATGACTCACCACCA

CCCGACTCTGGGCTGTATTTTCTTCTATTTGTTGGCATACTTTTGCACAAGAACCTCTATGGCTCCCTTCCCAC

AGAGCCAACTTTTGACATGGCTTCCTGTACTCCAAGAAGTTCTACTCTGGACCTCTCCAGGAGCCTGGTGTGAG

TATGTCTCCTGAATTGTCTGTCCTTGCTGTATCTCCTCCTAGAGTTAGATAAGGGTTGTCCAGGGCAGAGGAGT

Agel (699)
CAAGGTCAGATTCATTTAAGTAACAGTTCTCAACCGGTGGGTCATCACCATTAGAGAACACATATTTCCAATGG

TCTTAGGAACTGAGACACCTCTCAGTAGCAAAATTACAGTTTTGAAGTAGCAACAAAAATTAATTTATGGTTGG

GGGTTCCTAAGACCATCAGAAATGTGTGCAGTTGCCACCCACAGGTTGAAAACTGCTGATTGAGAAGGTTGGTG

TGCATTTAGCTAAATTCCCCAGGCCCACTCTTCCAGAGCAAGGCAACCACAGGAGACCAGCTGACCTAAGAGAT

GACCCACAGTGGGACAGAGGGAGTTAGAAACACTGGCTGTCCCTAGAAGATTCAGGAGCAACCCCTTCCCAGGG

GGTCTCTCAAGAACCCAAAGCTGTGCTACCCAGGCAGGACCACCCTTCGAGTCCTAGCAGACCAGCTGATGAAG

EcoNI (1119)
CTGCCCTCCCATAGGGTCCCTGGAGGGATGGTGCCTCCCCTGGGTCTCAATTTGCATGGCAGGAAGGGGCCTAA

TGGGGAAGAGGCGGAGAGGAGACAAGCTGCAGCCCAGGCTGACATACAGTTACATGTTTCGCCCCCAAACCTCC

Ncol (1283)
TTGGGCTCAGAGACAGAGCAGTGACCATGGTTCTGGGGCCCTGCATGCTGCTGCTGCTGCTGCTGCTGGGCCTG
+ M V L G P CM L L L L L L L G L
AGGCTACAGCTCTCCCTGGGCATCATCCCAGTTGAGGAGGAGAACCCGGACTTCTGGAACCGCGAGGCAGCCGA
PR L QL SLGI1 I PV ETETENUZPIDTFWNIZ RTEAAE
GGCCCTGGGTGCCGCCAAGAAGCTGCAGCCTGCACAGACAGCCGCCAAGAACCTCATCATCTTCCTGGGCGATG
P AL GA A KK KL QPAOQTAAIKNWL'1 I F L G D
GGATGGGGGTGTCTACGGTGACAGCTGCCAGGATCCTAAAAGGGCAGAAGAAGGACAAACTGGGGCCTGAGATA
PG M GV S TVTAARI L KGQK K DKL G P E I
Ndel (1578)
CCCCTGGCTATGGACCGCTTCCCATATGTGGCTCTGTCCAAGACATACAATGTAGACAAACATGTGCCAGACAG
PP LAMUDI RTE EFUPY VAL S KTYNVDIKHVZP DS
TGGAGCCACAGCCACGGCCTACCTGTGCGGGGTCAAGGGCAACTTCCAGACCATTGGCTTGAGTGCAGCCGCCC
P GA T A TAYULT CG GV KU GNTFIQT I GL S AANA
GCTTTAACCAGTGCAACACGACACGCGGCAACGAGGTCATCTCCGTGATGAATCGGGCCAAGAAAGCAGGGAAG
PR F NQ C N T TR G NZE VI S VMNI RAIKIKAG K
TCAGTGGGAGTGGTAACCACCACACGAGTGCAGCACGCCTCGCCAGCCGGCACCTACGCCCACACGGTGAACCG
P SV GV V TTTIRVQHASUPAGTYAUHTVNHR
CAACTGGTACTCGGACGCCGACGTGCCTGCCTCGGCCCGCCAGGAGGGGTGCCAGGACATCGCTACGCAGCTCA

 NWY SDADJVTPASARU QQETGT C QDI ATAOQL
TCTCCAACATGGACATTGATGTGATCCTGGGTGGAGGCCGAAAGTACATGTTTCGCATGGGAACCCCAGACCCT
I S NM DI DV ILGG GG RTIKTYMTFTR RMGTTPTUDFP

GAGTACCCAGATGACTACAGCCAAGGTGGGACCAGGCTGGACGGGAAGAATCTGGTGCAGGAATGGCTGGCGAA
»E Y P DDY S QGGTRULDSGIKNLVQEWL AK



2073 GCGCCAGGGTGCCCGGTATGTGTGGAACCGCACTGAGCTCATGCAGGCTTCCCTGGACCCGTCTGTGACCCATC
263 R Q G A R Y VWNU RTTETLMOQASLTDTP SV TH
2147 TCATGGGTCTCTTTGAGCCTGGAGACATGAAATACGAGATCCACCGAGACTCCACACTGGACCCCTCCCTGATG
288 L M G L F E P G DMK Y E |l HRDSTLUDTP S L M

Sacll (2265)

2221 GAGATGACAGAGGCTGCCCTGCGCCTGCTGAGCAGGAACCCCCGCGGCTTCTTCCTCTTCGTGGAGGGTGGTCG
313 E M T EAALU RTLTLTST RNPR RTGTFTFTLTFVETGSGTR
2295 CATCGACCACGGTCATCACGAAAGCAGGGCTTACCGGGCACTGACTGAGACGATCATGTTCGACGACGCCATTG
3372 | DHGHUHTETS ST RAYU RALTETTI MTFTDTUDA I

2369 AGAGGGCGGGCCAGCTCACCAGCGAGGAGGACACGCTGAGCCTCGTCACTGCCGACCACTCCCACGTCTTCTCC
362)"E R A G Q L T S E E DT L SLVTAUDUHTSHVTES
2443 TTCGGAGGCTACCCCCTGCGAGGGAGCTCCATCTTCGGGCTGGCCCCTGGCAAGGCCCGGGACAGGAAGGCCTA
387 F G G Y P LR G S S I F GLAUPGTIKAT RTDTR RIKA'Y
2517 CACGGTCCTCCTATACGGAAACGGTCCAGGCTATGTGCTCAAGGACGGCGCCCGGCCGGATGTTACCGAGAGCG
4117 T V L L Y G N G P G Y VL KD GAURUPUDVTE S

2591 AGAGCGGGAGCCCCGAGTATCGGCAGCAGTCAGCAGTGCCCCTGGACGAAGAGACCCACGCAGGCGAGGACGTG
436 E S G S P E Y R Q Q S A VP L DETETHATGTEDV
2665 GCGGTGTTCGCGCGCGGCCCGCAGGCGCACCTGGTTCACGGCGTGCAGGAGCAGACCTTCATAGCGCACGTCAT
461 A V F A R G P Q A HL VHGVI QET QTTFI AHVM
2739 GGCCTTCGCCGCCTGCCTGGAGCCCTACACCGCCTGCGACCTGGCGCCCCCCGCCGGCACCACCGACGCCGCGE
485 A F A A C L E P Y TACDLATPTPAGTTTDAA

Nhel (2849)

2813 ACCCGGGGCGGTCCCGGTCCAAGCGTCTGGATTGAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTT
510bkH P G R S R S K R L D e
2887 TGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTG

Mfel (2998)
2961 TAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAG

3035 GTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTAATTCTAAAATACAGCATAGC
3109 AAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGG
3183 CTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCA
3257 AGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATAT
3331 TCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGC
3405 CCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAG
3479 AAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCTCTGCCACAAAGTGCACGCAGTTGCCGGCCGGGTCGCGC
1254 ¢« D Q E E AV F HV C N G A P D R
3553 AGGGCGAACTCCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGCGTCCCGGAAGTTCGT
1074L A F E R G WP QE G I ETMAUPGSADI RTFNT
3627 GGACACGACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCCGCGCACCCACACCCAGGCCAGGGTGTTGTCCG
83 S VvV V E S WE A Y L E DL GRVWVWAILTNTDP
SgrAl (3756)

3701 GCACCACCTGGTCCTGGACCGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACACCGGCGAAGTCGTCCTCC
584 Vv VvV Q D Q VA S I F L T V DDWZ RV V GATFDTDE
3775 ACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACTCGACCGCTCCGGCGACGTCGCGCGCGGTGAGCAC
334v F D R S F G L RDTWTFEVAGAVDRATILV

Mfel (3916
3849 CGGAACGGCACTGGTCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGGTTAGTACAAT
94 P V A S T L K A M=
3923 TGCTATAGTGAGTTGTATTATACTATGCAGATATACTATGCCAATGATTAATTGTCAAACTAGGGCTGCAGGTT

3997 AATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCC
-
4071 ATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTA

4145 TAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATA

4219 CCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGT

4293 AGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAAC

4367 TATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAG




4441

4515

4589

4663

4737

AGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTAT

TTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACC

ACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCC

TTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTT

AATTAACATTTAAATCA
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