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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV  (441)

Nael (441)
401

SphI (560)
KasI (535) Agel (552) BbrPI (566)

501 CTGAGATCACCGGTCAGCATGCCACGTGCTTTGTGGACAGCATGGGTCTGGGCTGT

- 1I* M P R A L WTAWV WA V

BglIl (682)

601 CATCATCCTGTCCACGGAAGGAGCCTCTGACCAGGCTTCTTCTCTGTCTTGTGACCCAACTGGTGTCTGCGATGGCCATTCCAGATCTTTAAACTCCATC
13 1 I L S TEGASDI QASSLSCDZ®PTSGVCDGHSU RS L NS I

EcoRV (748)
701 CCCTCTGGTCTCACGGCAGGTGTGAAAAGCCTTGACCTGTCCAACAATGATATCACCTATGTCGGCAACAGAGACCTGCAGAGGTGTGTGAACCTGAAGA
47 P S G L T A G V K S L DL SNNUDI TY VGNI RUDILU QRT CVNTLK
Dralll (826) Bsu36I (855)
801 CTCTGAGGCTGGGGGCCAATGAAATTCACACAGTGGAGGAAGATTCTTTTTTTCACCTGAGGAATCTTGAATATTTGGACTTATCCTATAATCGCTTATC
80T L R L GA NE I HTV ETEDS ST FFHLI RNILTEYLDTLSYNTZ RTL S
901 TAACTTATCATCCTCCTGGTTCAGGTCCCTTTATGTCTTGAAATTCTTAAACTTACTGGGAAATTTATACAAAACACTTGGGGAAACATCTCTTTTTTCT
113 N L S S S W F R S L Y V L KF L NL L GNULYIKTULGTETSTL F S
1001 CATCTCCCAAATCTGCGGACCCTAAAAGTAGGAAATAGTAACAGCTTCACTGAGATTCATGAAAAGGATTTCACTGGACTGACTTTTCTTGAGGAGCTTG
147 H L P N L R T L KV GNSNSTFTEI HEIKWDTFTSGULTTF L E E L
1101 AGATCAGTGCTCAAAATCTGCAGATATATGTGCCAAAGAGTTTAAAGTCAATCCAGAACATTAGCCATCTGATTCTACATCTGAAGCAGCCTATTTTACT
180FE I S A Q N L QI Y VP K SLIKJS 1T QNI SHULI1I L HLUIKWOQ®P 1 L L
1201 CGTGGACATTCTTGTAGATATTGTAAGTTCCTTAGATTGTTTTGAACTGAGAGATACTAATTTGCACACTTTCCATTTTTCAGAAGCATCCATCAGTGAA
213 v D I L VD1l VS S L DO CTFELI RDTNILUHTTFMHTFSEAS I S E
HindIII (1318)

1301 ATGAGTACATCGGTTAAAAAGCTTATATTTAGAAATGTGCAATTCACCGATGAAAGTTTTGTTGAAGTTGTCAAACTGTTTAACTATGTTTCTGGGATCT
247" M S T S V K K L I F R NVQFTDTEST FVEVVKLTFNY VS G I

Avrll (1476) Hpal (1494)
1401 TAGAAGTAGAGTTTGATGACTGTACCCATGATGGAATTGGCGATTTTAGAGCACTGAGTTTGGACAGAATTAGACACCTAGGTAATGTGGAGACGTTAAC
280L E V E F DD CTHUDG GI GDFI RALSLDT RI RHLGNVETTLT
1501 AATACGGAAGTTGCATATTCCACAGTTTTTCTTATTTCATGATCTGAGTAGTATATATCCACTCACAGGCAGAGTTAAAAGAGTCACAATAGAAAACAGT
313 | R K L HI P Q F F L FHDULSS 1T YPLTSGRVIKI RVTI E NS
1601 AAGGTTTTTCTGGTTCCTTGTTTACTTTCACAACATTTAAAATCATTAGAATATTTGGATCTCAGTGAAAACTTAATGTCTGAAGAAACCTTGAAAAACT
347k K V F L VP C L L S QH UL K S L EY L DWLSENLMSTETETTL KN
1701 CAGCCTGTAAGGATGCCTGGCCCTTCCTTCAAACCTTGGTTTTAAGGCAGAATCGTTTGAAATCACTAGAAAAAACGGGAGAACTTTTGCTTACTCTGGA
380kS A C K D AWZPTF L QTULVLI R QNI RILIK S LEZKTSGTETLL L T L E

EcoRV (1816) Pvull (1879)
1801 AAATCTGAATAACCTTGATATCAGTAAGAATAATTTTCTTTCAATGCCTGAAACTTGTCAGTGGCCAGGAAAAATGAAACAGCTGAACTTATCCAGCACA
413 N L NN L DI S K NNTFL SMUPETT COQW®PGIKMIEKI QLNLS ST
1901 AGGATACACAGTTTAACCCAGTGCCTTCCCCAGACCCTGGAAATTTTAGATGTTAGCAATAACAATCTCGATTCATTTTCTTTGATTTTGCCACAACTCA
447 R | H S L T Q C L P QTULET Il L DVSNNNLUDS ST FSILI I L P QL
2001 AAGAACTTTATATTTCCAGAAATAAGTTGAAGACTCTACCAGATGCCTCCTTCTTACCCGTGTTATCAGTTATGAGAATTAGCAGAAATATAATAAATAC
480K E L Y I S R N K L K T L PDAST FULU®PVLSVMZ RI SRNI I NT
2101 TTTCTCAAAGGAACAACTTGATTCTTTTCAGCAACTGAAGACGTTGGAGGCCGGTGGCAACAACTTCATTTGCTCCTGTGACTTCCTGTCCTTCACACAG
513 F S K E Q L DS F Q QL KTULEAGGNNTFI CSOCDTFULSTFTNAQ
Sall (2227)
2201 GGACAGCAGGCACTGGGCCGTGTCCTGGTCGACTGGCCCGATGACTACCGCTGTGACTCTCCCTCCCATGTGCGGGGCCAGCGGGTGCAGGACGCCCGGC
547 G Q Q AL G R VL VDWZPDU DY RTZ CDS SU®PSHVRGQRV QDA AR
Eagl (2324)
2301 TCTCCCTTTCTGAATGCCACAGGGCGGCCGTGGTGTCCGCAGCGTGCTGTGCCCTCTTCCTGTTGCTCCTGCTCACGGGGGTGCTGTGTCACCGTTTCCA
580kL S L S E C HR A AV VS AATCCALT FILULULULULTSGUVLTCHTR RTFH
2401 CGGACTGTGGTACATGAAGATGATGTGGGCGTGGCTGCAGGCCAAGAGGAAGCCCAGGAAGGCTCCCCGCAGGGACATCTGCTACGACGCCTTCGTGTCC
613 G L W Y M K MM WA WUL QA KU RIKUPIRIKAPIRI RIDI CY DA ATF VS
BsrBI (2506)

2501 TACAGCGAGCGGGATTCCTACTGGGTGGAGAACCTCATGGTCCAGGAGCTGGAGCACTTCAACCCTCCCTTTAAGCTGTGTCTTCATAAGCGAGACTTCA
647 Y S E R D S YWV ENLMV QE L EHFNZPWPTFI KLU CLHIKRDTF
2601 TTCCTGGCAAGTGGATTATCGACAACATCATTGACTCCATTGAAAAGAGCCACAAAACCATCTTTGTGCTTTCGGAGAACTTTGTGAAGAGCGAGTGGTG
6801 P G K W I | DN I I DS I E K S HIKTI F VL SENTFV K S EWTC
2701 CAAGTATGAGCTGGACTTCTCCCATTTCCGTCTCTTTGATGAGAACAATGATGCTGCCATTCTGATTCTGCTGGAGCCCATTGACAAGAAGGCCATTCCC
713 K Y E L DF SHFIRULTFUDENNDAAI L I L L EW®PI DIKZIKATI P



Ecod7III (2801)
Afel (2801)
2801 CAGCGCTTCTGTAAGCTGCGGAAGATCATGAACACCAAGACCTACCTGGAGTGGCCCGTGGATGAGACTCAGCAGGAAGGGTTTTGGTTAAATTTGAGAG
747* Q R F C K L R K I M N T K T Y L EWPVDETI QOQETGTFWTLNTLTR
BamHI (2916)
Avell (2912) Nhel (2922)
2901 CTGCAATAAGGTCCTAGGATCCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTT
780FA A I R S e

Hpal (3060)  Mfel (3071)
3001 ATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTC

EcoRI (3156)
3101 AGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAA
-

3201 GCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGG

3301 AGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATAT

Swal (3409)
3401 TCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTA

3501 GTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCT
414 ¢ N R T Y K L P I L E E

Sacl (3670) BstXI
3601 CAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGAC
129¢ | T T K VL K G NM E I L VF CDUZPAYDS S 1l L ERTI CMSGTCT®PSV
3701 CACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCA
964 V R 1 S R DV E D S Y P HR VAV I TDFDI K QGNSVASGI A
Stul (3834)
3801 ATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGT
6241 A E A C V T VR G I YA E Il HVAS Il I EGTIKTRI A A GV HH
Xmnl (3976)
3901 GCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCT

294 K NDE Y LM T I KETAVEVLTELUDO QQQSI NFTIKM-S+——
Asel  (4042) Sacl (4099)
4001 ATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACG
-

Spel (4197)
4101 AGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACT

4201 AGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCA
-

SnaBI (4325)
4301 TCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACC

Ndel (4430)
4401 GTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGG

4501 AAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTT

Sdal (4608)Pacl (4616) BspLU11I (4626)
4601 ATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGC
_— -

4699 TCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTC

4799 CCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGG

ApaLI (4940)
4899 TATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTG

4999 AGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAA

5099 GTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCC

5199 GGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTA

Eagl (5376)
Pacl (5356) Swal (5365) NotI (5375)
5299 CGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTA

5399 TTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTG
5499 TCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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