Eagl (3979)
NotI (3978)
Swal (3968)
Pacl (3959)

ApaLl (3543)

pMBI1 ori

BspLUIII (3229)
Pacl (3219)
Pstl (3212) N

Sdal (3211)

Ndel (3033)

SnaBI (2928)

hCMV prom
Spel (2800)

Sacl (2702)
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BbsI (2583)
Xmnl (2579)

Stul  (2437)

BstXI (2302)
Sacl (2273)
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100

pUNO1-hATG3

Sgfl (6)
Pvul (7)
Mfel (82)
EcoNI (96)
Psp14061 (203)
Pvull (239)
HindIII (245)
EcoNI (287)
Bsu36I (291)
Nael (441)
NgoMIV (441)
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Agel (552)
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Asel (574)

PshAI (618)

Pvull (683)
XemlI (712)

hEF1-HTLV prom

hATG3

BstEIl (783)

BsaBI (886)

Dralll (983)
Pstl (1022)

(4143 bp)

HindIII (1100)

-BstXI (1198)
BspLU11I (1253)

PORA (138%)

Sphl (1356)

Ndel (1420)
BsrGI (1449)

Nhel (1525)
Mscl  (1531)

(h) Bglobin p(A)

Hpal (1663)
Mfel (1674)
EcoRI (1759)

Swal (2012)

(2073)
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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV  (441)

Nael (441)
401

SphI (560)
KasI (535) Agel (552) Asel (574)

501 CTGAGATCACCGGTCAGCATGCAGAATGTGATTAATACTGTGAAGGGAAAGGCACT

- 1M Q N VI N T V K G K A L

PshAI (618) Pvull (683)
601 GGAAGTGGCTGAGTACCTGACCCCGGTCCTCAAGGAATCAAAGTTTAAGGAAACAGGTGTAATTACCCCAGAAGAGTTTGTGGCAGCTGGAGATCACCTA
13 E VA E Y L TP VLIKTESIKTFIKTETSGVI TPETETFVAAGTDHIL
Xeml (712) BStEII (783)

701 GTCCACCACTGTCCAACATGGCAATGGGCTACAGGGGAAGAATTGAAAGTGAAGGCATACCTACCAACAGGCAAACAATTTTTGGTAACCAAAAATGTGC
47 V H H C P T W QWA T G E E L KV KAYLUPTGIKQFLVTIKNV
BsaBI (886)
801 CGTGCTATAAGCGGTGCAAACAGATGGAATATTCAGATGAATTGGAAGCTATCATTGAAGAAGATGATGGTGATGGCGGATGGGTAGATACATATCACAA
80P C Y K R C K QM EY S DELTEAI 1 EEDUDGDGG GMWVDTY HN
Dralll (983)
901 CACAGGTATTACAGGAATAACGGAAGCCGTTAAAGAGATCACACTGGAAAATAAGGACAATATAAGGCTTCAAGATTGCTCAGCACTATGTGAAGAGGAA
113 T G I T G I T E A V K E I T L E NKDNI1IT RL QDT CSATLCTE E E
Pstl (1022)
1001 GAAGATGAAGATGAAGGAGAAGCTGCAGATATGGAAGAATATGAAGAGAGTGGATTGTTGGAAACAGATGAGGCTACCCTAGATACAAGGAAAATAGTAG
147 E D E D E G E AADMTETEY EESGL L ETDTEATILUDTRIK I V
HindIII (1100) BstXI (1198)
1101 AAGCTTGTAAAGCCAAAACTGATGCTGGCGGTGAAGATGCTATTTTGCAAACCAGAACTTATGACCTTTACATCACTTATGATAAATATTACCAGACTCC
180 E A C K A K T DA GGEWDAI L QT RTYDULY |l TYDZIKY Y QTP
PshAI (1264)
BbslI (1261)
BspLUI11I (1253)
1201 ACGATTATGGTTGTTTGGCTATGATGAGCAACGGCAGCCTTTAACAGTTGAGCACATGTATGAAGACATCAGTCAGGATCATGTGAAGAAAACAGTGACC
213 R L WL F GY DE QR QPLTVEUHMYET DI SQDHVYVIKIKTVT
SphI (1356)
1301 ATTGAAAATCACCCTCATCTGCCACCACCTCCCATGTGTTCAGTTCACCCATGCAGGCATGCTGAGGTGATGAAGAAAATCATTGAGACTGTTGCAGAAG

247 | E N HP HLPUPUPPMCSVHPT CRIUHAEUVMEKTKTI I ETVAE
Ndel (1420) BsrGI (1449)

1401 GAGGGGGAGAACTTGGAGTTCATATGTATCTTCTTATTTTCTTGAAATTTGTACAAGCTGTCATTCCAACAATAGAATATGACTACACAAGACACTTCAC

280G G G E L G VH M Y L L I FLKTFUVQAVI PTIEYDYTR RHTFT

Msel (1531)
Nhel (1525)
1501 AATGTAATGAAGAGAGCATAAAATCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGC
313F M e

Hpal (1663) Mrfel (1674)
1601 TTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGG

EcoRI (1759)
1701 TTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAAT
-

1801 CAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCA

1901 TGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAA

Swal (2012) Eco01091 (2073)
2001 TATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTA

2101 GTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTT

+414 ¢« N R T Y K L P I L E
Sacl (2273)
2201 CCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCT
1304 E | T T K VL K G NME I L VFCDZ®PAYDS S 11 L ERI CMGTCUP S
BstXI (2302)
2301 GACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATG
974 V. V R I S R DV E D S Y P HR VAV I T DFWDZIKIQGNSVAS G I




Stul (2437)
2401 GCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACAT
634A 1| A E A C V T VR G I YA E I HVAS Il I EGTJ KT RI A A GV H
BspHI (2587)
Bbsl (2583)
Xmnl (2579)

2501 GGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCT
304 H K ND E Y LM T 1 K ETAV EVLELUDA QQS I NF T K M-S4-——-
Asel (2645)

2601 CCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTA

o

Sacl (2702)
2700 AACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATT

Spel (2800)
2800 TACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAA
- -

SnaBI (2928)
2899 CCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCAT

Ndel (3033)
2999 TTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTC

3099 AATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGT

Pstl (3212)

Sdal (3211)Pacl (3219)  BspLUILII (3229)

3199 AAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCA
B ———————— -

3297 TAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGA

3397 AGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCT

ApaLI (3543)
3497 GTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCG

3597 TCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTC

3697 TTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTT

3797 GATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTT

Eagl (3979)
Pacl (3959) Swal (3968) NotI (3978)
3897 TTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATA

3996 TCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAAT
4096 AGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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