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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGCTACCGAGAGTACTCCCTCAGAGATCATAGAAAG

AGAAAGAAAAAAGTTGCTTGAAATCCTTCAACATGATCCTGATTCTATCTTAGACACGTTAACTTCTCGGAGGCTGATTTCTGAGGAAGAGTATGAGACT

CTGGAGAATGTTACAGATCTCCTGAAGAAAAGTCGGAAGCTGTTAATTTTGGTACAGAAAAAGGGAGAGGCGACCTGTCAGCATTTTCTCAAGTGTTTAT

TTAGTACTTTTCCACAGTCAGCTGCCATTTGCGGCTTAAGGCATGAAGTTTTAAAACATGAGAATACAGTACCTCCTCAATCTATGGGGGCAAGCAGTAA

TTCAGAAGATGCTTTTTCTCCTGGAATAAAACAGCCTGAAGCCCCTGAGATCACAGTGTTCTTCAGTGAGAAGGAACACTTGGATTTGGAAACCTCTGAG

TTTTTCAGGGACAAGAAAACTAGTTATAGGGAAACAGCTTTGTCTGCCAGGAAGAATGAGAAGGAATATGACACACCAGAAGTCACATTATCATATTCAG

TTGAGAAAGTTGGATGTGAAGTTCCAGCAACTATTACATATATAAAAGATGGACAGAGATATGAGGAGCTAGATGATTCTTTATACTTAGGAAAAGAGGA

ATATCTAGGATCTGTTGACACCCCTGAAGATGCAGAAGCCACTGTGGAAGAGGAGGTTTATGATGACCCAGAGCACGTTGGATATGATGGTGAAGAGGAC

TTCGAGAATTCAGAAACCACAGAGTTCTCTGGTGAAGAACCAAGTTATGAGGGATCAGAAACCAGCCTTTCATTGGAGGAGGAACAGGAGAAAAGTATAG

AAGAAAGAAAAAAGGTGTTTAAAGATGTCCTGTTATGTTTGAACATGGATAGAAGCAGAAAGGTTCTGCCAGATTTTGTTAAACAATTCTCCTTAGATCG

AGGATGTAAGTGGACCCCTGAGAGTCCAGGAGACTTAGCCTGGAATTTCCTGATGAAAGTTCAAGCACGAGATGTGACGGCTAGGGATTCAATCCTCAGT

CACAAGGTTCTGGATGAAGATAGCAAGGAGGATTTGCTGGCTGGAGTGGAGAATTTGGAAATTCGAGACATACAAACCATTAATCCCCTTGACGTGCTTT

GTGCCACCATGCTGTGTTCAGATAGCTCTTTGCAACGCCAAGTCATGTCAAACATGTATCAGTGCCAGTTTGCTCTTCCCCTGCTACTGCCAGATGCAGA

AAACAACAAAAGCATCTTAATGCTGGGGGCCATGAAAGACATTGTGAAGAAGCAGTCAACACAGTTTTCAGGGGGGCCTACAGAGGATACAGAAAAGTTT

CTGACTCTCATGAAGATGCCTGTCATCTCTTTTGTGCGTCTAGGATACTGTAGCTTCTCTAAGTCCAGAATCCTCAACACACTTCTCAGCCCTGCCCAGT

TGAAATTACACAAAATCTTTCTTCATCAAGATTTGCCTCTTTTGGTGCTTCCCCGGCAAATCTCTGATGGCCTGGTTGAGATAACATGGTGTTTTCCTGA

TAGCGATGATAGAAAGGAAAACCCCTTTTTCCAAAAGCCTGTTGCTCTGGCTAATCTCCGTGGAAATCTAGAAAGTTTTTGGACTCAGTTTGGTTTTTTG

ATGGAAGTTTCTTCAGCTGTGTTTTTTTTCACTGACTGTTTAGGTGAGAAGGAATGGGACTTGCTAATGTTTTTAGGAGAGGCTGCCATTGAAAGATGCT

ACTTTGTTCTCAGTTCCCAAGCCAGGGAGAGTGAAGAGGCTCAAATTTTTCAGAGGATACTGAACTTGAAGCCAGCACAGCTACTGTTTTGGGAGAGGGG

AGATGCTGGGGATAGAAGGAAGAACATGGAGGGCCTTCAAGCTGCCCTCCAGGAAGTGATGTTCTCTTCTTGCCTCAGATGTGTGTCTGTGGAGGATATG

GCCGCCCTGGCCAGGGAGCTGGGGATTCAGGTAGATGAAGACTTTGAAAACACTCAGAGAATTCAAGTTTCCTCTGGAGAAAACATGGCTGGGACAGCTG
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  E   R   K  K  L   L   E   I   L   Q  H  D  P   D  S   I   L   D  T   L   T   S   R   R   L   I   S   E   E   E   Y   E   T  

 L   E   N  V  T   D  L   L   K  K  S   R   K  L   L   I   L   V  Q  K  K  G  E   A   T   C  Q  H  F   L   K  C  L   
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AAGGTGAGGGTCAGCAAAGACACAGTCAGCTAAAAAGCTCATCTAAAAGCCAGGCTCTAATGCCAATTCAAGAGCCTGGGACTCAATGTGAGCTCAGCCA

GAATCTTCAGAATCTCTATGGTACCCCAGTATTCAGGCCTGTTCTAGAGAACTCCTGGCTCTTTCCAACCAGAATTGGAGGTAACTTTAACCATGTTTCC

TTGAAAGCCTCCTGGGTTATGGGCCGCCCCTTTGGGTCAGAGCAGAGGCCTAAGTGGTTCCATCCTTTGCCTTTTCAGAATGCAGGGGCCCAGGGCCGAG

GTAAAAGTTTTGGTATTCAATCCTTCCATCCCCAGATATTTTATTCAGGTGAAAGATTCATGAAATTTTCCAGAGTTGCTCGGGGATGTCACTCGAATGG

AACATTTGGGAGACTGCCAAGACCCATTTGTCAGCATGTACAGGCCTGCCCTGAGAGACCACAAATGATGGGAACTCTTGAAAGGTCTAGGGCAGTAGCC

TCCAAGATAGGTCACTCCTATTCCCTGGATTCACAGCCAGCAAGAGCAGTAGGGAAGCCATGGCCTCAGCAAGCTTGCACCAGGGTAACAGAGTTAACTG

AAGCAACTGGAAAACTGATAAGAACATCCCATATTGGAAAGCCTCACCCTCAGTCCTTTCAACCAGCAGCAGCCACACAAAAACTAAGACCTGCTTCTCA

GCAAGGAGTCCAGATGAAGACACAAGGTGGGGCTTCAAATCCAGCTCTCCAAATAGGGTCCCATCCCATGTGCAAGAGCTCTCAGTTCAAATCCGATCAG

TCCAACCCATCCACAGTCAAACACTCCCAGCCTAAACCCTTCCATTCTGTGCCCTCTCAACCTAAATCCTCTCAGACAAAATCCTGTCAGTCCCAGCCCT

CCCAAACTAAACCTTCTCCATGCAAATCTACTCAGCCTAAGCCAAGCCAGCCCTGGCCTCCCCAGTCTAAGCCTTCTCAGCCCAGACCCCCTCAACCTAA

GTCATCCTCAACCAATCCTTCACAAGCTAAGGCACACCACTCAAAAGCAGGGCAGAAGAGGGGAGGGAAGCATTAAAGCTAGCTGGCCAGACATGATAAG

ATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATA

AGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACA

AATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCA

TCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTC

ATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTT

TTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGC

AAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAA

AGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGAC

AGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATG

TGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCT

CCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATT

AATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCAT

TTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTA C T A G TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGG

AAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAA

GTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTT

GATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGA
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480

513

547

580

680

713

747

780

813

847

880

913

947

980

1013



CGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCC T G C AG G TT AA TTAAGAACATGTGAGCAAAAGG

CCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAG

AGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACC

TGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGT

GCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCC

ACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTA

TCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAA

GCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATT

TTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACT

AACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

SdaI (5363)
PstI (5364)

PacI (5371) BspLU11I (5381)

ApaLI (5695)

PacI (6111) SwaI (6120) NotI (6130)
EagI (6131)

5300

5398

5498

5598

5698

5798

5898

5998

6098

6198
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