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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
NgoMI (441)
Nael (441)
401

Neol (560)
BStEII (555) Eco01091 (572)
KasI (535) Agel (552) Tth1111 (568)
501 CTGAGATCACCGGTCACCATGGCCGACAAGGTCCTGAAGGAGAAGAGAAAGCTGTT
> 1* M A D K V L K E K R K L F

Ncol (608)
601 TATCCATTCCATGGGTGAAGGTACAATAAATGGCTTACTGGATGAATTATTACAGACAAGGGTGCTGAACCAGGAAGAGATGGAGAAAGTAAAACGTGAA
13 | H S M GE GT I NGULULWDTETLIULA QTR RVLNA QETEMTEIKV KR RE
SphI (763)

701 AATGCTACAGTTATGGATAAGACCCGAGCTTTGATTGACTCCGTTATTCCGAAAGGGGCACAGGCATGCCAAATTTGCATCACATACATTTGTGAAGAAG
47" N A T VM DK TR RA AL I DSVIPKGAQACQI C1 TY I CEE

HindIII (898)
801 ACAGTTACCTGGCAGAGACGCTGGGACTCTCAGCAGCTCTTCAGGCAGTGCAGGACAACCCAGCTATGCCCACATGCTCAAGCCCAGAAGGCAGAATCAA
80D S Y L A E T L GL SAALQAVQDNPAMZPTT CSSPEGT R I K

Xbal (909)
901 GCTTTGCTTTCTAGAAGACGCTCAAAGGATATGGAAACAAAAGTTGCAGAGGTGCCATGTTCAGAATACAATAATAAAGTGGAGTGAAAGATATACTTCA
113 L C F L E DA QR I WK QKULI QPRI CHUVAQNTI I KWSTET RYTS
BsrBI (1045)
1001 GGCAGTTTTGAAATGCAGTGGCTTTTTCTTAGAACCAATTTTATTGAGCGGTTCTGGAGGAACATACTTCTGCTCCCCTTGCATAAAGGATCTCTATATC
147 G S F EM QWL F L RTNT F I ERFWRNILULIULU®PLHIKTGSTILY
Msecl (1181)
Ball (1181)
Nhel (1175)

1101 CTAGAATCCCAGGTTTAGGTAAAGAGTTGCAAACTGGAACTCATAAATTATCATAGTCTTCACCCAGTCTGTCTCGCTAGCTGGCCAGACATGATAAGAT
180kP R I P G L G K E L Q T G T H K L S e
1201 ACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAG

Hpal (1313) Mrfel (1324)
1301 CTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAA

EcoRI (1409)
1401 TGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATC
e —_— -

1501 AGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCAT

SspI  (1648) Swal (1662)
1601 TTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTT

Eco01091 (1723)
1701 ATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAA

1801 GAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAG
+414 ¢« N R T Y K L P I L E E I T T KV L KGNME I L VF
Sacl (1923) BstXI (1952)
1901 CAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAG
1134C D P A Y D S I L E R CMGT CZPSVVRI SRDVETDTSTYUZPHT RVA
Stul (2087)
Ecol47I (2087)
2001 CCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTG
804 V I T DF DK QGNSVASGIAI AEACVTUVR RGI Y ATET H
2101 GACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCC
474 V. A S I | E G T K TR I A A GV HHIKNDTETYTLMTI KETAVE
BspHI (2237) Vspl (2295)
Xmnl (2229) Asel (2295)
2201 ACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAA
13v L E L D Q QS I NF T K M-

Sacl (2352)
2301 TTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTT
_ -




Spel (2450)
2401 GCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAA
e

SnaBI (2578)
Ecol05I (2578)
2500 ATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGT

Ndel (2683)
2600 AGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGA

2700 TGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACG

Pstl  (2862)
Sdal (2861)Pacl (2869)  BspLUI1I (2879)

2800 TCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCC

-

2898 AGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAG

2998 GTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTG

ApaLI (3193)
3098 TCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGC

3198 ACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCAC

3298 TGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATC

3398 TGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGC

3498 AGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTT

Eagl (3629)
Pacl (3609) Swal (3618)  NotI (3628)
3598 GGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAA

3698 CATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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