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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

Ncol (560)
BstEII (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGAAACCAACTTCTCCATTCCTCTGAATGAAACTGA

- 1I*»M E T N F S I P L NE T E
601 GGAGGTGCTCCCTGAGCCTGCTGGCCACACCGTTCTGTGGATCTTCTCATTGCTAGTCCACGGAGTCACCTTTGTCTTCGGGGTCCTGGGCAATGGGCTT
13 E VL PEPAGHTVLWI F SLLVHGVYTTFVFGVLGNGIL

BspEI (719)

701 GTGATCTGGGTGGCTGGATTCCGGATGACACGCACAGTCAACACCATCTGTTACCTGAACCTGGCCCTAGCTGACTTCTCTTTCAGTGCCATCCTACCAT
47 V. | W V A G F RM TR TVNTI CYLNULALADTFSTFSA Il L P

BsaBI (873)
801 TCCGAATGGTCTCAGTCGCCATGAGAGAAAAATGGCCTTTTGGCTCATTCCTATGTAAGTTAGTTCATGTTATGATAGACATCAACCTGTTTGTCAGTGT

80FF R M VS V A M REKMWZPTFGSTFLT CIKTLVHVYMIDINTLTFEF VSV

Xeml (911)
BsaBI (906) Bsp1201 (956)
901 CTACCTGATCACCATCATTGCTCTGGACCGCTGTATTTGTGTCCTGCATCCAGCCTGGGCCCAGAACCATCGCACCATGAGTCTGGCCAAGAGGGTGATG
113 Y L I T I I A L DR C I CVLHPAWAG QQNIUHRTMSTILATZ KT RVM
Scal (1063)

1001 ACGGGACTCTGGATTTTCACCATAGTCCTTACCTTACCAAATTTCATCTTCTGGACTACAATAAGTACTACGAATGGGGACACATACTGTATTTTCAACT

147 T G L W I F T I VvV L T L P NTF I FWTTI1I STTNGTDTYT C 1 F N
Xmnl (1134) Neol (1148) Xeml (1173)
1101 TTGCATTCTGGGGTGACACTGCTGTAGAGAGGTTGAACGTGTTCATTACCATGGCCAAGGTCTTTCTGATCCTCCACTTCATTATTGGCTTCAGCGTGCC
180 F A F W G D T AV ERLNVF Il TMAIKVF L1 LHTFTI1 I GF S VP
1201 TATGTCCATCATCACAGTCTGCTATGGGATCATCGCTGCCAAAATTCACAGAAACCACATGATTAAATCCAGCCGTCCCTTACGTGTCTTCGCTGCTGTG
213 M S |1 | T v CY Gl I A A K 1l HRNWHMI K S S RUPLI RVFAAYV
1301 GTGGCTTCTTTCTTCATCTGTTGGTTCCCTTATGAACTAATTGGCATTCTAATGGCAGTCTGGCTCAAAGAGATGTTGTTAAATGGCAAATACAAAATCA
247" V A S F F I C W F P Y EL I GI LMAVWULIKTEMTLTILNSGTI K'Y K/ I

Pvull (1443)
1401 TTCTTGTCCTGATTAACCCAACAAGCTCCTTGGCCTTTTTTAACAGCTGCCTCAACCCAATTCTCTACGTCTTTATGGGTCGTAACTTCCAAGAAAGACT

2801 L V L I NP T S SLAFFNSZ CLNPI LY VFMGRNTFIQERIL
PshAI (1536)
Spel (1516) Bsp120I (1529) Bsu36I (1594)
1501 GATTCGCTCTTTGCCCACTAGTTTGGAGAGGGCCCTGACTGAGGTCCCTGACTCAGCCCAGACCAGCAACACAGACACCACTTCTGCTTCACCTCCTGAG
313 I R S L P TSLERALTEVPDSAQTSNTDTTSASPPE

Nhel (1640)
1601 GAGACGGAGTTACAAGCAATGTGAGGTCGGGGATATTTTTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATG
347 E T E L Q A M o

Hpal (1778) Mfel (1789)
1701 CAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTC

EcoRI (1874)
1801 ATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAA
- -

1901 CTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAG

2001 CCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATT

Sspl (2113) Swal (2127)
2101 CCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATA

2201 ATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACT
+494 ¢« N R T Y K
Sacl (2388)
2301 TGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCA
1354 L P | L E E I T T K VL KGNMTE I L VFCDZPAYUDS I L ETRSTC
2401 CATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTC
1024 M 6 C P S V V R I S RDVEUDSYZPHRVAVI TDTFTUDZI KT QG GNS




Stul (2552)
2501 ACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGA
684V A S G I A I A EA CV TV RGI YATETI HVASI 1T EG GTIKTR R I

Xmnl (2694)
2601 TGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGT

34 A A G V HHKNUDTEYLMT I KETAVEVLETLDA QQS I NTFT
BspHI (2702) Asel (2760)
2701 CTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCT TA
24 K M - -

Sacl (2817)
2800 TCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGG

Spel (2915)
2900 AAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATT
-

SnaBI (3043)
2999 GATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAA

Ndel (3148)
3099 TGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACT

3199 CCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGG

Pstl (3327)
Sdal (3326)Pacl (3334)  BspLUI1I (3344)

3299 CGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTT

-

3397 GCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAG

3497 GCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTT

ApaLI (3658)
3597 CTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTT

3697 ATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGC

3797 GGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAA

3897 GAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGA

Eagl (4094)
Pacl (4074) Swal (4083)  NotI (4093)
3997 AGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGC

4096 GGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAA
4196 ACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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