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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Necol (560)
BStEII (555)
Kasl (535) Agel (552) Pvull (586)

501 CTGAGATCACCGGTCACCATGGTTCAATGGAAGAGACTCTGCCAGCTGCATTACTT

[ 1I*M V. Q W K R L C QL H Y L

601 GTGGGCTCTGGGCTGCTATATGCTGCTGGCCACTGTGGCTCTGAAACTTTCTTTCAGGTTGAAGTGTGACTCTGACCACTTGGGTCTGGAGTCCAGGGAA
13 WA L GCVYMULLATVATLTKTLTSTFR RTLIKTCDSUDUHLTGLTESTR RE
Scal (710) BStEII (777)

701 TCTCAAAGCCAGTACTGTAGGAATATCTTGTATAATTTCCTGAAACTTCCAGCAAAGAGGTCTATCAACTGTTCAGGGGTCACCCGAGGGGACCAAGAGG
47 S ' Q S Q Y C R N I L Y NTF L KLUPAKTZ RSI NG CSGVTRGTDAOQE
801 CAGTGCTTCAGGCTATTCTGAATAACCTGGAGGTCAAGAAGAAGCGAGAGCCTTTCACAGACACCCACTACCTCTCCCTCACCAGAGACTGTGAGCACTT

80¥A V L Q A1l L NNLE V KI KI KT RTEU PTFTDTHYTULSTLTHR RTUDTCTEHTF
901 CAAGGCTGAAAGGAAGTTCATACAGTTCCCACTGAGCAAAGAAGAGGTGGAGTTCCCTATTGCATACTCTATGGTGATTCATGAGAAGATTGAAAACTTT
113 K A E R K F 1 Q F P L S KETEVETFU®PI AYSMVI HETKTI ENTF
1001 GAAAGGCTACTGCGAGCTGTGTATGCCCCTCAGAACATATACTGTGTCCATGTGGATGAGAAGTCCCCAGAAACTTTCAAAGAGGCGGTCAAAGCAATTA
147 E R L L R A VY AP QN1 Y CVHVDETZKSU®PETTFIKTEAVKAI

BstXI (1127)
1101 TTTCTTGCTTCCCAAATGTCTTCATAGCCAGTAAGCTGGTTCGGGTGGTTTATGCCTCCTGGTCCAGGGTGCAAGCTGACCTCAACTGCATGGAAGACTT
1801 S C F P NV F I A S KLV RVVYASWSU RVOQADTLNTC CMETDIL
Xmnl (1221)
1201 GCTCCAGAGCTCAGTGCCGTGGAAATACTTCCTGAATACATGTGGGACGGACTTTCCTATAAAGAGCAATGCAGAGATGGTCCAGGCTCTCAAGATGTTG
213 L Q S S VP W K Y F L NTTCGTUDTFEFZ PI KSNAEMVYVYUOQATLTIKML
Acc651  (1326)
1301 AATGGGAGGAATAGCATGGAGTCAGAGGTACCTCCTAAGCACAAAGAAACCCGCTGGAAATATCACTTTGAGGTAGTGAGAGACACATTACACCTAACCA
247" N G R N S M E S E VP P K H K E TR WIKYUHTFEUVVRDTTLUHLT
BamHI (1410)
1401 ACAAGAAGAAGGATCCTCCCCCTTATAATTTAACTATGTTTACAGGGAATGCGTACATTGTGGCTTCCCGAGATTTCGTCCAACATGTTTTGAAGAACCC
280N K K K D P P P Y NLTMTFTGNAY Il VASRIDTFVQHVLIKNTFP
ApaLl (1574)
1501 TAAATCCCAACAACTGATTGAATGGGTAAAAGACACTTATAGCCCAGATGAACACCTCTGGGCCACCCTTCAGCGTGCACGGTGGATGCCTGGCTCTGTT
313 K S Q Q L I EWV KODTY SPDTEUHTLWATTLG QRARMWMPGS V
Clal (1678)

1601 CCCAACCACCCCAAGTACGACATCTCAGACATGACTTCTATTGCCAGGCTGGTCAAGTGGCAGGGTCATGAGGGAGACATCGATAAGGGTGCTCCTTATG
347 P NHP K Y DI SDMTS I ARLVIKMWOQGHTETGTDTI DJIKGAPY
1701 CTCCCTGCTCTGGAATCCACCAGCGGGCTATCTGCGTTTATGGGGCTGGGGACTTGAATTGGATGCTTCAAAACCATCACCTGTTGGCCAACAAGTTTGA
380kA P C S G I H QR A1 CVY GAGODTLNMWMTLTU QNI HUBHTLTLANTKF D
1801 CCCAAAGGTAGATGATAATGCTCTTCAGTGCTTAGAAGAATACCTACGTTATAAGGCCATCTATGGGACTGAACTTTGAGACACACTATGAGAGCGTTGC

413 P K V D D NA L Q C L EE Y LRY KATI Y GTE L e

Nhel (1907)
1901 TACCTGTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGT

Hpal (2045) Mfel (2056)
2001 GATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGG

EcoRI (2141)
2101 AGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATC
> -

2201 CTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGT

Sspl  (2380) Swal (2394)
2301 GTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAA

EcoO109T (2455)
2401 ATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAA

2501 CAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGA
4414 ¢ N R T Y K L P I L E E | T T K V
BstXI (2684)
2601 CCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCT
1244 L K G NM E | L VF CDU®PAYDS 1 L ERI CMGT C®PSVVZR Il SR




2701 GTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAG

914 D V E D S Y P HR VAV I TDFWDJZ KA QGNSVASGI A1 AEASTC
Stul (2819)

2801 ACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCAT

s574v T VR G | Y A E I HV A S 1 | EGTU KT RI AAGVHUHTIKNTUDE Y
Xmnl (2961)

2901 AGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATT

244 L M T | K E T AV EVLETLUDG QO QS I NTFTK M-
Asel (3027)
3001 ATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATA
-t

Spel (3182)
3101 GACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTC
-

3201 CCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAG

SnaBI (3310)
3301 CGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAAT

Ndel (3415)
3401 AGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGC

Pstl (3594)
Sdal (3593)
3501 GTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAG

Pacl (3601)
3601 GTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAG
-

3701 CATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTG

3801 TTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTA

ApaLl (3925)
3901 GGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGA

4001 CACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACG

4101 GCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGC

4201 TGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAG

Eagl (4361)
Pacl (4341) Swal (4350)  NotI (4360)
4301 TGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTG

4401 TGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCA
4501 GGTGCCAGAACATTTCTCTATCGAA
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