human MB21D2

pMB1 ori

hCMV enh

pUNO1-hMB21D2
(4656 bp)

hCMV prom

SV40 pAn

100 Nhel (2038)

- .
& InvivoGen

22A24v45



1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
401
BspHI (560)
Agel (552)

501 CTGAGATCACCGGTCATCATGAAGATGGCGGCTCCCACCGCCAACAAGGCAGCCTC

- 1I*M KM A A PTANIKAAS
601 CCTGGGCTGTAACAACAAGCCTGCGTTCCCGGAGCTGGATTTCAGGTCGGGAGCTCGGGTGGAGGAATTGAACAAACTCATCCAAGAATTTACGAAGCAC
3 L G CNNZKPATF®PETLDTFRSGARVYVETETLNIKTLIQETFTKH
701 GACCAGCGGGAATACGACGACCAGAGAGCGCTGGAGATTCACACAGCCAAGGATTTCATCTTTTCCATGCTGGGAATGGTGCAAAAGCTGGACCAAAAGC
47* D Q R E Y DDQRALE I HTAKTDTF I F SMLGMVYAOQKLTDAOQK

801 TTCCAGTGGCTAATGAATACCTGTTGCTCTCTGGAGGTGTCCGGGAAGGCGTGGTGGACCTGGACTTAGATGAGCTTAATGTCTATGCCCGGGGTACTGA
kL P V AN E Y L L L SGGV REGV VD LDTLDTETLNVYARGTSTD
901 CTATGATATGGACTTTACCCTCTTGGTGCCAGCCCTCAAGCTGCATGACCGTAATCAGCCTGTGACACTCGACATGCGCCACTCAGCCTTGTGCCACTCT
113 Y D M D F T L LV PALIKILHD RN QPVTLDMIZ RHSATLTCHS
1001 TGGCTGAGCCTTCGGCTCTTTGATGAGGGGACAATCAGTAAATGGAAAGACTGCTGCACCATTGTAGATCACATCAATGGTGCCACCAACTACTTCTTCT
147 W L S L R L FDEGT I SKWIKUDT CT CT I VDH I NGATNYFF
1101 CACCTACCAAAGTGGCTGACTGGTTCTATGACTCTATCAGCATTGTCCTATCAGAAATACAGAAGAAACCCCAGCGAGGGATGCCAAAGGTAGAAAAGGT
189S P T K V ADW F YD S I S I VvV L S E I QKK PQ RGMUPIKV EK V
1201 GGAAAAAAATGGGACCATCATCTCCATCATTCTGGGTGTAGGGAGTAGTCGCATGTTGTATGATATTGTCCCTGTGGTATCTTTCAAAGGTTGGCCTGCA
23  E K NG T I IS 1 I LGV GSSRMULYD IV PVV S FIKGWPA
1301 GTGGCCCAGAGCTGGCTCATGGAGAACCACTTTTGGGATGGGAAGATTACTGAGGAAGAGGTCATCAGTGGGTTTTACTTGGTGCCTGCTTGCTCCTACA
247 V. A Q SW LM ENUHFWDGIK I T EZETEV I SGFY LV PATCSY
1401 AGGGTAAGAAGGACAATGAATGGCGGCTGTCCTTTGCCAGGAGCGAGGTGCAGTTGAAGAAGTGCATCTCCAGCAGCCTCATGCAGGCCTATCAGGCCTG
280K G K K D N EW R L S F AR S EVQLIKZ KT CI SSSLMOQAYAQATC
1501 CAAAGCCATCATCATTAAACTGCTGTCCCGGCCCAAGGCTATTAGCCCCTATCACCTGCGGAGCATGATGCTCTGGGCCTGCGACAGACTTCCTGCCAAC
3138 K A I I I K L L SRPKAISPYHULR RS SMMILWATCUDT RTLUPAN
1601 TACTTGGCTCAAGAAGACTATGCAGCCCACTTTTTGCTGGGCCTCATCGATGACCTGCAACACTGTCTGGTCAACAAGATGTGCCCCAATTATTTCATCC
347 Y L A Q ED Y A AH F L LG UL I DDULOQHTCLVNIKMCUPNYF I
1701 CTCAGTGCAACATGCTGGAACATCTGTCTGAGGAGACAGTCATGCTTCACGCCCGGAAGCTGTCCTCTGTGCGCTCAGACCCGGCAGAGCACTTGCGCAC
330kP Q C NM L EH L SEETVMILHARIKTI LSSV RSDUPATEHTLTR RT
1801 CGCCATTGAGCATGTCAAGGCAGCCAACCGGCTGACACTGGAGCTCCAGAGGCGAGGTAGCACCACCAGCATCCCCTCTCCACAGTCTGACGGAGGGGAC

413 A I EHV KA ANRLTILETLQRRGSTTS I P SPQSDGGTD

1901 CCCAACCAGCCTGATGACCGTTTGGCAAAAAAACTGCAGCAGCTAGTGACTGAGAACCCGGGAAAGTCAATCTCTGTCTTTATCAATCCTGACGATGTCA

447 P N Q P DD R LA KK LQQLVTENZPGIKT S I SV F I NPDDV
Nhel (2038)

2001 CAAGGCCCCATTTCAGAATTGATGACAAATTTTTCTGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCA
480*T R P H F R | D D K F F e
2101 GTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCAT

2201 TTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACT
- -

2301 TTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCC

2401 TCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCC

2501 CTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAAT

2601 ATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTG

#4141 ¢ N R T Y K
2701 AGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACA
1344L P | L E E I T T KV L KGNME I LV FCDUZPAYHDS I L ERTE CM
2801 TGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCAC
214 G C P SV V R I S RDV EDSYPHR RV AV I TDFDJZKAI QGN SV
2901 AGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATG
684 A S G I A1l A EACV TV RG I YAEIHVAS I I EGTHKTR I
3001 GCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCT
344A A G V H H K ND E Y LMT I K ETAV EV L ELDAQQS I N FTK
3101 TCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCT
11 M - ]




3201

3301

3401

3501

3601

3701

3801

3901

4001

4101

4201

4301

4401

4501
4601

GACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAA

GTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATG
-

TACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCC

AGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCAC

CCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGG

CCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGC
e

GTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTT

CCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATA

GCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGG

TAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCT

ACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTG

GTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCC

TTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCA

ATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACT
AGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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