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hCMV prom

EM7
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NheI (2038)

22A24v45



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCATCATGAAGATGGCGGCTCCCACCGCCAACAAGGCAGCCTC

CCTGGGCTGTAACAACAAGCCTGCGTTCCCGGAGCTGGATTTCAGGTCGGGAGCTCGGGTGGAGGAATTGAACAAACTCATCCAAGAATTTACGAAGCAC

GACCAGCGGGAATACGACGACCAGAGAGCGCTGGAGATTCACACAGCCAAGGATTTCATCTTTTCCATGCTGGGAATGGTGCAAAAGCTGGACCAAAAGC

TTCCAGTGGCTAATGAATACCTGTTGCTCTCTGGAGGTGTCCGGGAAGGCGTGGTGGACCTGGACTTAGATGAGCTTAATGTCTATGCCCGGGGTACTGA

CTATGATATGGACTTTACCCTCTTGGTGCCAGCCCTCAAGCTGCATGACCGTAATCAGCCTGTGACACTCGACATGCGCCACTCAGCCTTGTGCCACTCT

TGGCTGAGCCTTCGGCTCTTTGATGAGGGGACAATCAGTAAATGGAAAGACTGCTGCACCATTGTAGATCACATCAATGGTGCCACCAACTACTTCTTCT

CACCTACCAAAGTGGCTGACTGGTTCTATGACTCTATCAGCATTGTCCTATCAGAAATACAGAAGAAACCCCAGCGAGGGATGCCAAAGGTAGAAAAGGT

GGAAAAAAATGGGACCATCATCTCCATCATTCTGGGTGTAGGGAGTAGTCGCATGTTGTATGATATTGTCCCTGTGGTATCTTTCAAAGGTTGGCCTGCA

GTGGCCCAGAGCTGGCTCATGGAGAACCACTTTTGGGATGGGAAGATTACTGAGGAAGAGGTCATCAGTGGGTTTTACTTGGTGCCTGCTTGCTCCTACA

AGGGTAAGAAGGACAATGAATGGCGGCTGTCCTTTGCCAGGAGCGAGGTGCAGTTGAAGAAGTGCATCTCCAGCAGCCTCATGCAGGCCTATCAGGCCTG

CAAAGCCATCATCATTAAACTGCTGTCCCGGCCCAAGGCTATTAGCCCCTATCACCTGCGGAGCATGATGCTCTGGGCCTGCGACAGACTTCCTGCCAAC

TACTTGGCTCAAGAAGACTATGCAGCCCACTTTTTGCTGGGCCTCATCGATGACCTGCAACACTGTCTGGTCAACAAGATGTGCCCCAATTATTTCATCC

CTCAGTGCAACATGCTGGAACATCTGTCTGAGGAGACAGTCATGCTTCACGCCCGGAAGCTGTCCTCTGTGCGCTCAGACCCGGCAGAGCACTTGCGCAC

CGCCATTGAGCATGTCAAGGCAGCCAACCGGCTGACACTGGAGCTCCAGAGGCGAGGTAGCACCACCAGCATCCCCTCTCCACAGTCTGACGGAGGGGAC

CCCAACCAGCCTGATGACCGTTTGGCAAAAAAACTGCAGCAGCTAGTGACTGAGAACCCGGGAAAGTCAATCTCTGTCTTTATCAATCCTGACGATGTCA

CAAGGCCCCATTTCAGAATTGATGACAAATTTTTCTGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCA

GTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCAT

TTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACT

TTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCC

TCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCC

CTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAAT

ATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTG

AGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACA

TGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCAC

AGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATG

GCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCT

TCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCT

 •   N   R   T   Y   K   

L   P   I   L   E   E   I   T   T   K   V   L   K   G   N   M   E   I   L   V   F   C   D   P   A   Y   D   S   I   L   E   R   C   M

  G   C   P   S   V   V   R   I   S   R   D   V   E   D   S   Y   P   H   R   V   A   V   I   T   D   F   D   K   Q   G   N   S   V  

 A   S   G   I   A   I   A   E   A   C   V   T   V   R   G   I   Y   A   E   I   H   V   A   S   I   I   E   G   T   K   T   R   I   

A   A   G   V   H   H   K   N   D   E   Y   L   M   T   I   K   E   T   A   V   E   V   L   E   L   D   Q   Q   S   I   N   F   T   K

  M  

 M   K   M   A   A   P   T   A   N   K   A   A   S

  L   G   C   N   N   K   P   A   F   P   E   L   D   F   R   S   G   A   R   V   E   E   L   N   K   L   I   Q   E   F   T   K   H  

 D   Q   R   E   Y   D   D   Q   R   A   L   E   I   H   T   A   K   D   F   I   F   S   M   L   G   M   V   Q   K   L   D   Q   K   

L   P   V   A   N   E   Y   L   L   L   S   G   G   V   R   E   G   V   V   D   L   D   L   D   E   L   N   V   Y   A   R   G   T   D

  Y   D   M   D   F   T   L   L   V   P   A   L   K   L   H   D   R   N   Q   P   V   T   L   D   M   R   H   S   A   L   C   H   S  

 W   L   S   L   R   L   F   D   E   G   T   I   S   K   W   K   D   C   C   T   I   V   D   H   I   N   G   A   T   N   Y   F   F   

S   P   T   K   V   A   D   W   F   Y   D   S   I   S   I   V   L   S   E   I   Q   K   K   P   Q   R   G   M   P   K   V   E   K   V

  E   K   N   G   T   I   I   S   I   I   L   G   V   G   S   S   R   M   L   Y   D   I   V   P   V   V   S   F   K   G   W   P   A  

 V   A   Q   S   W   L   M   E   N   H   F   W   D   G   K   I   T   E   E   E   V   I   S   G   F   Y   L   V   P   A   C   S   Y   

K   G   K   K   D   N   E   W   R   L   S   F   A   R   S   E   V   Q   L   K   K   C   I   S   S   S   L   M   Q   A   Y   Q   A   C

  K   A   I   I   I   K   L   L   S   R   P   K   A   I   S   P   Y   H   L   R   S   M   M   L   W   A   C   D   R   L   P   A   N  

 Y   L   A   Q   E   D   Y   A   A   H   F   L   L   G   L   I   D   D   L   Q   H   C   L   V   N   K   M   C   P   N   Y   F   I   

P   Q   C   N   M   L   E   H   L   S   E   E   T   V   M   L   H   A   R   K   L   S   S   V   R   S   D   P   A   E   H   L   R   T

  A   I   E   H   V   K   A   A   N   R   L   T   L   E   L   Q   R   R   G   S   T   T   S   I   P   S   P   Q   S   D   G   G   D  

 P   N   Q   P   D   D   R   L   A   K   K   L   Q   Q   L   V   T   E   N   P   G   K   S   I   S   V   F   I   N   P   D   D   V   

T   R   P   H   F   R   I   D   D   K   F   F   •  
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447
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GACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAA

GTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATG

TACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCC

AGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCAC

CCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGG

CCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGC

GTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTT

CCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATA

GCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGG

TAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCT

ACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTG

GTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCC

TTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCA

ATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACT
AGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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