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Pvul (7)

Sgfl (6) Mfel (82) EcoNI (96)

1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

NgoMI (441)

Nael (441)
401

Neol (560)
BStEII (555)
KasI (535) Agel (552) Pstl (572)

501 CTGAGATCACCGGTCACCATGGCGGCGGCTGCAGCAGGAACTGCAACATCCCAGAG

> 1I*M A A AAAGTATS QR

EcoO1091 (635)
601 GTTTTTCCAGAGCTTCTCGGATGCCCTAATCGACGAGGACCCCCAGGCGGCGTTAGAGGAGCTGACTAAGGCTTTGGAACAGAAACCAGATGATGCACAG
13 F F Q S F S DAL I DEWDZPAG QAATLTETETILTI KA ALTEI QKU®PDTUDANAQ
Xbal (774)

701 TATTATTGTCAAAGAGCTTATTGTCACATTCTTCTTGGGAATTACTGTGTTGCTGTTGCTGATGCAAAGAAGTCTCTAGAACTCAATCCAAATAATTCCA
47 Y Y C Q R A Y C H I L L GNYCVAVADATZKI K STULTETLNZPNNS

801 CTGCTATGCTGAGAAAAGGAATATGTGAATACCATGAAAAAAACTATGCTGCTGCCCTAGAAACTTTTACAGAAGGACAAAAATTAGATATAGAGACG
80T A M L R K G I CE Y HEKNYAAALTETT FTESGA QKLD I E T

Mscl (912)
Ball (912)
899 GGGTTTCATCGTGTTGGCCAGGCTGGTCTCCAACTCTTGACCTCAAGTGATCCACCTGCCTTGGACTCCCAAAGTGCTGGGATTAC
113k G F H R V G Q A G L Qq L. L T S S D P P A L D S Q S A G | T
985 A GGTGCAGATGCTAATTTCAGTGTCTGGATTAAAAGGTGTCAAGAAGCTCAGAATGGCTCAGAATCTGAGGTGTGGACTCATCAGTCAAAAATCAAGTAT
141 G A D A N F S VW I KR CQEAQNGSESEVWTHA QSK I K'Y
1085 GACTGGTATCAAACAGAATCTCAAGTAGTCATTACACTTATGATCAAGAATGTTCAGAAGAATGATGTAAATGTGGAATTTTCAGAAAAAGAGTTGTCTG
17 D WY Q TESQVV I TLMI KNWVA QKNUDVNVYVETFSETKTETLS
Xmnl (1228) Scal (1269)
1185 CTTTGGTTAAACTTCCTTCTGGAGAGGATTACAATTTGAAACTGGAACTTCTTCATCCTATAATACCAGAACAGAGCACGTTTAAAGTACTTTCAACAAA
208 A L V K L P S G E DY NL KL ELULH®PI I PEQSTTFIKVL STHK
1285 GATTGAAATTAAACTGAAAAAGCCAGAGGCTGTGAGATGGGAAAAGCTAGAGGGGCAAGGAGATGTGCCTACGCCAAAACAATTCGTAGCAGATGTAAAG
241 1 E I K L K K P E AV RWEIZKILTESGQGDV?PTPIKQFVADVK
1385 AACCTATATCCATCATCATCTCCTTATACAAGAAATTGGGATAAATTGGTTGGTGAGATCAAAGAAGAAGAAAAGAATGAAAAGTTGGAGGGAGATGCAG
275 N L Y P S S SPY TRNWDIKTILVGE Il KETETEIZKNTEIKTILTEGTDA
BglII (1505)
1485 CTTTAAACAGATTATTTCAGCAGATCTATTCAGATGGTTCTGATGAAGTGAAACGTGCCATGAACAAATCCTTTATGGAGTCGGGTGGTACAGTTTTGAG
308 A L N R L F Q Q I Y S D GS DEVI K RAMNIKS ST FMMESGGTV L S
Vspl (1664)
Scal (1652) Asel (1664)
1585 TACCAACTGGTCTGATGTAGGTAAAAGGAAAGTTGAAATCAATCCTCCTGATGATATGGAATGGAAAAAGTACTAAATAAATTAATTTGCTCTCATCGTA
341k T N W S DV G K R K V E I NP P DDWME WK K Y e
Mscl (1714)
Ball (1714)
Nhel (1708)
1685 TTGTGTATATTCACCTAATGCCCAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCT

Hpal (1846) Mfel (1857)
1785 TTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGT

EcoRI (1942)
1885 TCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATC
-

1985 AAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCAT

Sspl (2181)

2085 GGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAAT

Swal (2195) Eco01091 (2256)
2185 ATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAG

2285 TAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTC
+411 ¢« N R T Y K L P I L E




Sacl (2456)

2385 CTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTG
1304 E | T T K VL K G NWME I L VF CDUPAYDS S Il L ERI CMGTCUP S
2485 ACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGG

964v V R I S R DV E D S Y P HR VAV I T DFDJI KI QGNSVASGII A
Stul (2620)
Ecold471 (2620)
2585 CAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATG
634 | A E A CV T VR G I Y AE Il HVA S I I E G T K TR I A A G V H
Pagl (2770)
BspHI (2770)
Xmnl (2762)
2685 GTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTC
304 H K ND E Y LM T 1 KETAVEVLETLDA QQSI NFTIKM--S4-—
Vspl (2828)
Asel (2828)
2785 CTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAA
o

Sacl (2885)
2884 ACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTT

Spel (2983)
2984 ACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAAC
e

SnaBI (3111)
Ecol05I (3111)
3083 CGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATT

Ndel (3216)
3183 TACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCA

3283 ATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTA

Pstl (3395)

Sdal (3394)Pacl (3402)  BspLUI1I (3412)

3383 AGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCAT
_ -

3481 AGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAA

3581 GCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTG

ApaLI (3726)
3681 TAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGT

3781 CTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCT

3881 TGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTG

3981 ATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTT

Eagl (4162)
Pacl (4142) Swal (4151) NotI (4161)
4081 TCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATC

4181 TTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAG
4281 GCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA



	TechSheet
	Map
	Sequence



