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1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

401

Agel (552)

501 CTGAGATCACCGGTCAGCATGCTGTCAGAAGGGTATCTCAGTGGACTTGAGTACTG
> iI*M L S EG Y L SG L E YW
601 GAATGACATCCACTGGAGTTGTGCCTCTTATAATGAGCAGGTGGCTGGGGAAAAGGAAGAGGAGACAAATTCTGTTGCTACCCTTTCCTATTCCTCTGTG
13 N D I HW S CA S YNEQVAGESKTETEETNSVATILSY S SV
701 GATGAAACACAAGTCAGAAGTCTCTACGTGAGCTGCAAATCATCTGGCAAGTTTATCTCTTCAGTGCATTCAAGAGAGAGCCAACATAGCAGAAGTCAGA
47* D E T Q VR S LYV SCKSSGIKTF I SSVHS SR RESOQHSTZ RSHAQ
801 GAGTCACAGTGCTGCAGACAAACCCCAATCCTGTGTTTGAAAGCCCAAACTTGGCTGCAGTTGAAATATGTAGAGATGCCAGCAGAGAGACCTACTTGGT
@R V T V L Q TN PNUPV FESPNILAAVTEICRDASTR RETYLV
901 TCCATCTTCTTGCAAAAGTATTTGCAAGAATTATAATGACTTACAGATTGCAGGGGGCCAGGTGATGGCCATTAATTCAGTGACAACAGATTTTCCCTCT
113 P S S C K S I C K N YND LQ I AGGQVMA INSVTTDTFPS
1001 GAGAGCAGTTTTGAATATGGCCCTTTGCTGAAGTCATCTGAGATTCCTTTACCCATGGAGGATTCCATTTCTACTCAGCCCAGTGACTTTCCCCAAAAAC
147 E S S F EY G P L LK SSE I PLPMEDTS I STQ®PSDTFZPAQK
1101 CTATCCAGCGGTACTCATCCTATTGGAGAATAACAAGCATCAAAGAGAAAAGCAGCTTGCAAATGCAGAATCCTATTTCTAATGCAGTGCTGAATGAGTA
189FP 1 Q R Y S S YW R I T S I K EK S S LQMQNUPI SNAVLNE'Y
1201 CCTGGAGCAGAAGGTTGTGGAGTTATATAAACAGTACATTATGGACACCGTGTTTCATGACAGTTCTCCTACCCAGATTCTGGCGTCTGAACTCATCATG
213 L EQ K VV E L YK QY I'MDTVFHDSSPTQ I LASTETLIM
1301 ACAAGTGTAGACCAAATCAGTCTTCAAGTGTCTAGAGAGAAGAATCTGGAGACCTCAAAAGCCAGAGATATAGTCTTTAGCCGCCTATTGCAATTGATGT
247 T SV DQ I SLQV SREKNTLTETSKARD IV F SRLLOQLM

Nhel (1492)
1401 CAACTGAAATTACTGAAATTAGCACTCCTAGTCTCCATATTTCTCAGTATAGCAATGTAAATCCATAGAGAGGATGCTTCCATTACTGTCTCGCTAGCTG
280kS T E I T E I S T P S LH I SQY SNUVN P e
1501 GCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTA

1601 TTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCA

1701 AGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATG
- -

1801 AATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGT

1901 TTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAAT

2001 GAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAA

2101 TAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCA
#4944 ¢« N R T Y K L P I L E E I T T KV L K G N M
2201 TCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGA
194 E | LV F CDPAYDS I LERCMSGTCU®PSVVR I SRDVETD S
2301 GTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCA
841 Y P H RV AV | T D FDJ K QGNSVASG I A I A EACVTVRG
2401 ATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCT
241 YA E I HV A S I | EGTIKTR I AAGVHHIKNDEYILMT IK
2501 TCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATAT
99 E T AV EV L E LDQQS I N FTK M-
2601 ACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTAC
]
2701 ACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATG
-
2801 GGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGT

2901 AGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGG

3001 CATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACA

3101 TACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACAT
-




3201

3301

3401

3501

3601

3701

3801

3901

4001
4101

GTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGA

CGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGLCCGC

TTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAA

GCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCA

CTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAA

CAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTT

TTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCA

CGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTG

TGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTT
CTCTATCGAA



	Map
	Sequence

