
100

pUNO1-hTASL
(4110 bp)

bsr
SV40 pAn

hßGlo pAn

pMB1 ori

hCMV enh

hCMV prom

EM7

hEF1-HTLV prom

hTASL  (CXorf21)

AgeI (552)

NheI (1492)

20F17v46



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCAGCATGCTGTCAGAAGGGTATCTCAGTGGACTTGAGTACTG

GAATGACATCCACTGGAGTTGTGCCTCTTATAATGAGCAGGTGGCTGGGGAAAAGGAAGAGGAGACAAATTCTGTTGCTACCCTTTCCTATTCCTCTGTG

GATGAAACACAAGTCAGAAGTCTCTACGTGAGCTGCAAATCATCTGGCAAGTTTATCTCTTCAGTGCATTCAAGAGAGAGCCAACATAGCAGAAGTCAGA

GAGTCACAGTGCTGCAGACAAACCCCAATCCTGTGTTTGAAAGCCCAAACTTGGCTGCAGTTGAAATATGTAGAGATGCCAGCAGAGAGACCTACTTGGT

TCCATCTTCTTGCAAAAGTATTTGCAAGAATTATAATGACTTACAGATTGCAGGGGGCCAGGTGATGGCCATTAATTCAGTGACAACAGATTTTCCCTCT

GAGAGCAGTTTTGAATATGGCCCTTTGCTGAAGTCATCTGAGATTCCTTTACCCATGGAGGATTCCATTTCTACTCAGCCCAGTGACTTTCCCCAAAAAC

CTATCCAGCGGTACTCATCCTATTGGAGAATAACAAGCATCAAAGAGAAAAGCAGCTTGCAAATGCAGAATCCTATTTCTAATGCAGTGCTGAATGAGTA

CCTGGAGCAGAAGGTTGTGGAGTTATATAAACAGTACATTATGGACACCGTGTTTCATGACAGTTCTCCTACCCAGATTCTGGCGTCTGAACTCATCATG

ACAAGTGTAGACCAAATCAGTCTTCAAGTGTCTAGAGAGAAGAATCTGGAGACCTCAAAAGCCAGAGATATAGTCTTTAGCCGCCTATTGCAATTGATGT

CAACTGAAATTACTGAAATTAGCACTCCTAGTCTCCATATTTCTCAGTATAGCAATGTAAATCCATAGAGAGGATGCTTCCATTACTGTCTCGCTAGCTG

GCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTA

TTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCA

AGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATG

AATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGT

TTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAAT

GAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAA

TAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCA

TCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGA

GTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCA

ATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCT

TCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATAT

ACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTAC

ACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATG

GGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGT

AGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGG

CATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACA

TACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACAT

 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   T   K   V   L   K   G   N   M

  E   I   L   V   F   C   D   P   A   Y   D   S   I   L   E   R   C   M   G   C   P   S   V   V   R   I   S   R   D   V   E   D   S  

 Y   P   H   R   V   A   V   I   T   D   F   D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E   A   C   V   T   V   R   G   

I   Y   A   E   I   H   V   A   S   I   I   E   G   T   K   T   R   I   A   A   G   V   H   H   K   N   D   E   Y   L   M   T   I   K

  E   T   A   V   E   V   L   E   L   D   Q   Q   S   I   N   F   T   K   M  
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  N   D   I   H   W   S   C   A   S   Y   N   E   Q   V   A   G   E   K   E   E   E   T   N   S   V   A   T   L   S   Y   S   S   V  

 D   E   T   Q   V   R   S   L   Y   V   S   C   K   S   S   G   K   F   I   S   S   V   H   S   R   E   S   Q   H   S   R   S   Q   

R   V   T   V   L   Q   T   N   P   N   P   V   F   E   S   P   N   L   A   A   V   E   I   C   R   D   A   S   R   E   T   Y   L   V

  P   S   S   C   K   S   I   C   K   N   Y   N   D   L   Q   I   A   G   G   Q   V   M   A   I   N   S   V   T   T   D   F   P   S  

 E   S   S   F   E   Y   G   P   L   L   K   S   S   E   I   P   L   P   M   E   D   S   I   S   T   Q   P   S   D   F   P   Q   K   

P   I   Q   R   Y   S   S   Y   W   R   I   T   S   I   K   E   K   S   S   L   Q   M   Q   N   P   I   S   N   A   V   L   N   E   Y
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101
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301

401

501
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701
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1501

1601
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1801
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2001

2101

2201

2301

2401

2501

2601

2701

2801

2901

3001

3101

141

119

86

52

19

1

13

47

80

113

147

180

213

247

280



GTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGA

CGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGC

TTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAA

GCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCA

CTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAA

CAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTT

TTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCA

CGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTG

TGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTT
CTCTATCGAA

3201

3301

3401

3501

3601

3701

3801

3901

4001
4101
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