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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTAGGAGGGCCATCATGAGACAGACTTTGCCTTGTATCTACTTT

TGGGGGGGCCTTTTGCCCTTTGGGATGCTGTGTGCATCCTCCACCACCAAGTGCACTGTTAGCCATGAAGTTGCTGACTGCAGCCACCTGAAGTTGACTC

AGGTACCCGATGATCTACCCACAAACATAACAGTGTTGAACCTTACCCATAATCAACTCAGAAGATTACCAGCCGCCAACTTCACAAGGTATAGCCAGCT

AACTAGCTTGGATGTAGGATTTAACACCATCTCAAAACTGGAGCCAGAATTGTGCCAGAAACTTCCCATGTTAAAAGTTTTGAACCTCCAGCACAATGAG

CTATCTCAACTTTCTGATAAAACCTTTGCCTTCTGCACGAATTTGACTGAACTCCATCTCATGTCCAACTCAATCCAGAAAATTAAAAATAATCCCTTTG

TCAAGCAGAAGAATTTAATCACATTAGATCTGTCTCATAATGGCTTGTCATCTACAAAATTAGGAACTCAGGTTCAGCTGGAAAATCTCCAAGAGCTTCT

ATTATCAAACAATAAAATTCAAGCGCTAAAAAGTGAAGAACTGGATATCTTTGCCAATTCATCTTTAAAAAAATTAGAGTTGTCATCGAATCAAATTAAA

GAGTTTTCTCCAGGGTGTTTTCACGCAATTGGAAGATTATTTGGCCTCTTTCTGAACAATGTCCAGCTGGGTCCCAGCCTTACAGAGAAGCTATGTTTGG

AATTAGCAAACACAAGCATTCGGAATCTGTCTCTGAGTAACAGCCAGCTGTCCACCACCAGCAATACAACTTTCTTGGGACTAAAGTGGACAAATCTCAC

TATGCTCGATCTTTCCTACAACAACTTAAATGTGGTTGGTAACGATTCCTTTGCTTGGCTTCCACAACTAGAATATTTCTTCCTAGAGTATAATAATATA

CAGCATTTGTTTTCTCACTCTTTGCACGGGCTTTTCAATGTGAGGTACCTGAATTTGAAACGGTCTTTTACTAAACAAAGTATTTCCCTTGCCTCACTCC

CCAAGATTGATGATTTTTCTTTTCAGTGGCTAAAATGTTTGGAGCACCTTAACATGGAAGATAATGATATTCCAGGCATAAAAAGCAATATGTTCACAGG

ATTGATAAACCTGAAATACTTAAGTCTATCCAACTCCTTTACAAGTTTGCGAACTTTGACAAATGAAACATTTGTATCACTTGCTCATTCTCCCTTACAC

ATACTCAACCTAACCAAGAATAAAATCTCAAAAATAGAGAGTGATGCTTTCTCTTGGTTGGGCCACCTAGAAGTACTTGACCTGGGCCTTAATGAAATTG

GGCAAGAACTCACAGGCCAGGAATGGAGAGGTCTAGAAAATATTTTTGAAATCTATCTTTCCTACAACAAGTACCTGCAGCTGACTAGGAACTCCTTTGC

CTTGGTCCCAAGCCTTCAACGACTGATGCTCCGAAGGGTGGCCCTTAAAAATGTGGATAGCTCTCCTTCACCATTCCAGCCTCTTCGTAACTTGACCATT

CTGGATCTAAGCAACAACAACATAGCCAACATAAATGATGACATGTTGGAGGGTCTTGAGAAACTAGAAATTCTCGATTTGCAGCATAACAACTTAGCAC

GGCTCTGGAAACACGCAAACCCTGGTGGTCCCATTTATTTCCTAAAGGGTCTGTCTCACCTCCACATCCTTAACTTGGAGTCCAACGGCTTTGACGAGAT

CCCAGTTGAGGTCTTCAAGGATTTATTTGAACTAAAGATCATCGATTTAGGATTGAATAATTTAAACACACTTCCAGCATCTGTCTTTAATAATCAGGTG

TCTCTAAAGTCATTGAACCTTCAGAAGAATCTCATAACATCCGTTGAGAAGAAGGTTTTCGGGCCAGCTTTCAGGAACCTGACTGAGTTAGATATGCGCT

TTAATCCCTTTGATTGCACGTGTGAAAGTATTGCCTGGTTTGTTAATTGGATTAACGAGACCCATACCAACATCCCTGAGCTGTCAAGCCACTACCTTTG

 M   R   Q   T   L   P   C   I   Y   F  

 W   G   G   L   L   P   F   G   M   L   C   A   S   S   T   T   K   C   T   V   S   H   E   V   A   D   C   S   H   L   K   L   T   

Q   V   P   D   D   L   P   T   N   I   T   V   L   N   L   T   H   N   Q   L   R   R   L   P   A   A   N   F   T   R   Y   S   Q   L

  T   S   L   D   V   G   F   N   T   I   S   K   L   E   P   E   L   C   Q   K   L   P   M   L   K   V   L   N   L   Q   H   N   E  

 L   S   Q   L   S   D   K   T   F   A   F   C   T   N   L   T   E   L   H   L   M   S   N   S   I   Q   K   I   K   N   N   P   F   

V   K   Q   K   N   L   I   T   L   D   L   S   H   N   G   L   S   S   T   K   L   G   T   Q   V   Q   L   E   N   L   Q   E   L   L

  L   S   N   N   K   I   Q   A   L   K   S   E   E   L   D   I   F   A   N   S   S   L   K   K   L   E   L   S   S   N   Q   I   K  

 E   F   S   P   G   C   F   H   A   I   G   R   L   F   G   L   F   L   N   N   V   Q   L   G   P   S   L   T   E   K   L   C   L   

E   L   A   N   T   S   I   R   N   L   S   L   S   N   S   Q   L   S   T   T   S   N   T   T   F   L   G   L   K   W   T   N   L   T

  M   L   D   L   S   Y   N   N   L   N   V   V   G   N   D   S   F   A   W   L   P   Q   L   E   Y   F   F   L   E   Y   N   N   I  

 Q   H   L   F   S   H   S   L   H   G   L   F   N   V   R   Y   L   N   L   K   R   S   F   T   K   Q   S   I   S   L   A   S   L   

P   K   I   D   D   F   S   F   Q   W   L   K   C   L   E   H   L   N   M   E   D   N   D   I   P   G   I   K   S   N   M   F   T   G

  L   I   N   L   K   Y   L   S   L   S   N   S   F   T   S   L   R   T   L   T   N   E   T   F   V   S   L   A   H   S   P   L   H  

 I   L   N   L   T   K   N   K   I   S   K   I   E   S   D   A   F   S   W   L   G   H   L   E   V   L   D   L   G   L   N   E   I   

G   Q   E   L   T   G   Q   E   W   R   G   L   E   N   I   F   E   I   Y   L   S   Y   N   K   Y   L   Q   L   T   R   N   S   F   A

  L   V   P   S   L   Q   R   L   M   L   R   R   V   A   L   K   N   V   D   S   S   P   S   P   F   Q   P   L   R   N   L   T   I  

 L   D   L   S   N   N   N   I   A   N   I   N   D   D   M   L   E   G   L   E   K   L   E   I   L   D   L   Q   H   N   N   L   A   

R   L   W   K   H   A   N   P   G   G   P   I   Y   F   L   K   G   L   S   H   L   H   I   L   N   L   E   S   N   G   F   D   E   I

  P   V   E   V   F   K   D   L   F   E   L   K   I   I   D   L   G   L   N   N   L   N   T   L   P   A   S   V   F   N   N   Q   V  

 S   L   K   S   L   N   L   Q   K   N   L   I   T   S   V   E   K   K   V   F   G   P   A   F   R   N   L   T   E   L   D   M   R   

F   N   P   F   D   C   T   C   E   S   I   A   W   F   V   N   W   I   N   E   T   H   T   N   I   P   E   L   S   S   H   Y   L   C

  N   T   P   P   H   Y   H   G   F   P   V   R   L   F   D   T   S   S   C   K   D   S   A   P   F   E   L   F   F   M   I   N   T  

 S   I   L   L   I   F   I   F   I   V   L   L   I   H   F   E   G   W   R   I   S   F   Y   W   N   V   S   V   H   R   V   L   G   

F   K   E   I   D   R   Q   T   E   Q   F   •  
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CAACACTCCACCTCACTATCATGGGTTCCCAGTGAGACTTTTTGATACATCATCTTGCAAAGACAGTGCCCCCTTTGAACTCTTTTTCATGATCAATACC

AGTATCCTGTTGATTTTTATCTTTATTGTACTTCTCATCCACTTTGAGGGCTGGAGGATATCTTTTTATTGGAATGTTTCAGTACATCGAGTTCTTGGTT

TCAAAGAAATAGACAGACAGACAGAACAGTTTTAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTG

AAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTT

ATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTA

ACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCA

CCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTT

TTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATC

CCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGG

GGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGC

CACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGC

AGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCC

GCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCA

TGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGAC

GGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTC

CCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTAC

TGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGG

CGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCA

TTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCA

TTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTT

TTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCC

CCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCT

CACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAA

CTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACA

 •   N   R   T   Y   K   L   

P   I   L   E   E   I   T   T   K   V   L   K   G   N   M   E   I   L   V   F   C   D   P   A   Y   D   S   I   L   E   R   C   M   G

  C   P   S   V   V   R   I   S   R   D   V   E   D   S   Y   P   H   R   V   A   V   I   T   D   F   D   K   Q   G   N   S   V   A  

 S   G   I   A   I   A   E   A   C   V   T   V   R   G   I   Y   A   E   I   H   V   A   S   I   I   E   G   T   K   T   R   I   A   

A   G   V   H   H   K   N   D   E   Y   L   M   T   I   K   E   T   A   V   E   V   L   E   L   D   Q   Q   S   I   N   F   T   K   M

 

 M   R   Q   T   L   P   C   I   Y   F  

 W   G   G   L   L   P   F   G   M   L   C   A   S   S   T   T   K   C   T   V   S   H   E   V   A   D   C   S   H   L   K   L   T   

Q   V   P   D   D   L   P   T   N   I   T   V   L   N   L   T   H   N   Q   L   R   R   L   P   A   A   N   F   T   R   Y   S   Q   L

  T   S   L   D   V   G   F   N   T   I   S   K   L   E   P   E   L   C   Q   K   L   P   M   L   K   V   L   N   L   Q   H   N   E  

 L   S   Q   L   S   D   K   T   F   A   F   C   T   N   L   T   E   L   H   L   M   S   N   S   I   Q   K   I   K   N   N   P   F   

V   K   Q   K   N   L   I   T   L   D   L   S   H   N   G   L   S   S   T   K   L   G   T   Q   V   Q   L   E   N   L   Q   E   L   L

  L   S   N   N   K   I   Q   A   L   K   S   E   E   L   D   I   F   A   N   S   S   L   K   K   L   E   L   S   S   N   Q   I   K  

 E   F   S   P   G   C   F   H   A   I   G   R   L   F   G   L   F   L   N   N   V   Q   L   G   P   S   L   T   E   K   L   C   L   

E   L   A   N   T   S   I   R   N   L   S   L   S   N   S   Q   L   S   T   T   S   N   T   T   F   L   G   L   K   W   T   N   L   T

  M   L   D   L   S   Y   N   N   L   N   V   V   G   N   D   S   F   A   W   L   P   Q   L   E   Y   F   F   L   E   Y   N   N   I  

 Q   H   L   F   S   H   S   L   H   G   L   F   N   V   R   Y   L   N   L   K   R   S   F   T   K   Q   S   I   S   L   A   S   L   

P   K   I   D   D   F   S   F   Q   W   L   K   C   L   E   H   L   N   M   E   D   N   D   I   P   G   I   K   S   N   M   F   T   G

  L   I   N   L   K   Y   L   S   L   S   N   S   F   T   S   L   R   T   L   T   N   E   T   F   V   S   L   A   H   S   P   L   H  

 I   L   N   L   T   K   N   K   I   S   K   I   E   S   D   A   F   S   W   L   G   H   L   E   V   L   D   L   G   L   N   E   I   

G   Q   E   L   T   G   Q   E   W   R   G   L   E   N   I   F   E   I   Y   L   S   Y   N   K   Y   L   Q   L   T   R   N   S   F   A

  L   V   P   S   L   Q   R   L   M   L   R   R   V   A   L   K   N   V   D   S   S   P   S   P   F   Q   P   L   R   N   L   T   I  

 L   D   L   S   N   N   N   I   A   N   I   N   D   D   M   L   E   G   L   E   K   L   E   I   L   D   L   Q   H   N   N   L   A   

R   L   W   K   H   A   N   P   G   G   P   I   Y   F   L   K   G   L   S   H   L   H   I   L   N   L   E   S   N   G   F   D   E   I

  P   V   E   V   F   K   D   L   F   E   L   K   I   I   D   L   G   L   N   N   L   N   T   L   P   A   S   V   F   N   N   Q   V  

 S   L   K   S   L   N   L   Q   K   N   L   I   T   S   V   E   K   K   V   F   G   P   A   F   R   N   L   T   E   L   D   M   R   

  N   T   P   P   H   Y   H   G   F   P   V   R   L   F   D   T   S   S   C   K   D   S   A   P   F   E   L   F   F   M   I   N   T  

 S   I   L   L   I   F   I   F   I   V   L   L   I   H   F   E   G   W   R   I   S   F   Y   W   N   V   S   V   H   R   V   L   G   

F   K   E   I   D   R   Q   T   E   Q   F   •  
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GAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTA

GCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTT

GATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATA

AAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGC
AAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

PacI (5269) SwaI (5278) NotI (5288)
EagI (5289)
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