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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl406I (203) HindIII (245)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
401
Ncol (560)
BstEII (555)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCACCATGGAGGCTGCCCGCGCCTTGCGCCTCCTGCTCGTGGT
- 1M E A AR AL RULLUL VYV
Eco4 7111 (647)
Afel (647) ApaLl (681)

601 GTGCGGCTGCCTCGCGCTCCCGCCGCTGGCCGAGCCCGTGTGCCCGGAGCGCTGCGACTGCCAGCATCCCCAGCATCTCCTGTGCACCAACAGGGGGCTC
13 ¢ G C L ALPUPULAEW®PVT CPERT CDT CQHU®PI QHTLTILTCTNRG'IL
Dralll (736)
701 CGCGTAGTGCCCAAGACCAGCTCGCTGCCGAGCCCCCACGACGTGCTCACCTACAGCCTCGGCGGCAACTTCATAACCAACATCACGGCCTTCGACTTCC
47k R V VP K T S S L P S P HDVLTYSLGGNTFI TNI TATFDF
BsrBI (846)
801 ACCGTCTGGGGCAGCTCAGACGGCTGGACCTGCAGTACAACCAGATCCGCTCTCTGCACCCCAAGACCTTCGAGAAGCTCTCGCGGCTGGAAGAGCTGTA

80H R L G Q L R RLDULI QYNO QIR SLMHPIKTT FTETZKTLST RTLTETETLY

901 CCTGGGGAACAACCTCTTGCAGGCGCTCGCCCCGGGCACGCTGGCCCCGCTGCGCAAGCTGCGCATCCTCTACGCCAACGGGAACGAGATCAGCCGCCTA

113 L G N N L L Q AL AP GTULAPTLT RIKTLT RILYANSGNTETI SR RTL
Sacll (1002) Tth1111 (1075)

1001 AGCCGCGGCTCCTTCGAGGGCCTGGAGAGTCTAGTCAAGCTGCGGCTGGACGGGAACGCCCTGGGGGCGCTGCCGGACGCGGTCTTCGCTCCCTTGGGCA
147 S R G S F E G L E S L VKL RLDGNALGALUPDAVTFAPTLG
Xmnl (1149)
1101 ACCTGCTCTACCTACATCTGGAGTCCAACCGGATCCGCTTTCTGGGCAAGAACGCCTTCGCCCAGCTAGGCAAGCTGCGCTTCCTCAACCTCTCTGCCAA
180N L L Y L HL E S NR I RF L GKNAFAQLGIKULUZ RTFLNLSA AN
1201 CGAGCTACAGCCCTCCCTGCGCCACGCGGCCACCTTCGCACCGCTGCGCTCCCTCTCCTCCCTCATCCTCTCGGCCAACAGCCTGCAGCACCTCGGGCCG
213 E L Q P S L RHAATTFAPTILI R SILSSLI L SANSILIOQHTLTGSF®P
1301 CGCATCTTCCAGCACCTGCCACGTCTCGGCCTGCTCTCGCTCAGGGGCAACCAGCTCACGCACCTCGCGCCTGAGGCCTTTTGGGGCTTGGAGGCCCTGC
247" R I F Q HL P RLGLULSLI RGN QLTHLAPTEUATFWGTLEAL
BsrBI (1485)
1401 GCGAGCTGCGCCTGGAGGGTAATCGGCTGAGCCAGCTGCCAACTGCGCTGCTGGAGCCTCTGCACAGCCTGGAGGCGCTGGACCTGAGCGGCAATGAGCT
280kR E L R L E G NR L S QL P TALULTEW®PLUHSLEALUDLSSGNTEL
Sfil (1525)
1501 GTCCGCCCTGCACCCGGCCACCTTCGGCCACCTGGGCCGGCTGCGCGAGCTCAGCCTGCGCAACAACGCGCTCAGCGCCCTATCCGGGGACATCTTCGCC

313 S A L HPATTFGHTLTGR RTLT RTETLSTLT RNNALSALTSTGHDTI F A
Eco47III (1673)
Xbal (1626) Afel (1673)

1601 GCCAGCCCAGCCCTTTATCGGCTGGATCTAGACGGCAACGGCTGGACCTGCGACTGCCGGCTGCGAGGCCTGAAGCGCTGGATGGGCGACTGGCACTCGC
347 A S P AL YRLDLUDSGNGWTT CHDT CRTLZI RGLIE KT RWMGTUDWH S
1701 AGGGCCGGCTCCTCACTGTCTTCGTGCAGTGTCGCCACCCCCCGGCCCTGCGAGGCAAATACCTGGATTACCTGGATGACCAGCAGCTGCAAAATGGATC
380kQ G R L L T VF VQCIRHPPALU RGI KYULDYLlLODUDU QQLQNTGS
Sdal (1888)
1801 CTGCGCGGATCCCTCGCCCTCAGCTTCCCTGACCGCTGACCGCAGGCGGCAGCCCCTACCCACGGCCGCAGGGGAGGAGATGACGCCACCTGCAGGTCTC
413 C A DP S P SASLTADU RIRRQPLUPTAAGTETEMTU®PZPAGIL
1901 GCGGAGGAGCTGCCGCCGCAGCCGCAGCTCCAGCAGCAGGGGCGATTTCTAGCTGGGGTGGCCTGGGATGGGGCCGCCAGGGAGCTGGTAGGCAACCGCA
447 A E E L P P Q P QL Q QQ GRF LAGVAWDTGAARTETLVGNHTR R
Srfl (2024) Sacll (2063)
2001 GCGCCCTAAGGCTGAGTCGGCGGGGCCCGGGCCTCCAGCAGCCCAGCCCCTCCGTCGCTGCCGCCGCGGGCCCGGCTCCACAGTCCCTAGACCTGCACAA
480*S A L R L S R R GP GL QQPSPSVAAAAGPAPN QSLDTLHK
SgrAl (2187)
2101 GAAGCCCCAGCGGGGCCGTCCGACTCGGGCAGATCCCGCCCTCGCGGAGCCCACCCCAACGGCCTCTCCTGGCTCTGCGCCATCGCCCGLCLCGGLCGACCCC
513 K P Q R G RPTURADUPALATEZPTZPTASPGSAPSUZPATGTDSF?®P
XemI (2253)
2201 TGGCAGCGCGCGACGAAGCATCGTCTGGGCACGGAGCACCAGGAGCGTGCCGCCCAGTCCGACGGTGGGGCCGGGCTGCCGCCGCTGGTGTCCGACCCAT
547 W Q R A T K HR L GTEHIO QEW RAAQSDS GG GAGTLU®PU®PL VS DSF®P
2301 GCGACTTCAACAAGTTCATTCTGTGCAACCTGACGGTGGAGGCGGTGGGCGCAGACAGCGCCTCGGTGCGCTGGGCCGTGCGCGAGCACCGCAGTCCCCG
58C D F N K F I L C N L TV EAVGADSASVIRWAVUZ RTEWUHTR RS PR
Mscl (2442)
2401 GCCGCTGGGCGGCGCGCGCTTCCGCCTGCTCTTTGACCGCTTTGGCCAGCAGCCCAAGTTCCACCGCTTCGTCTACCTGCCTGAGAGCAGCGACTCGGCC
613 P L G G A R F R L L F DRFGQQP K FHRTFWVY LPESSDSA
2501 ACGCTGCGCGAGCTGCGCGGGGACACCCCCTACCTGGTGTGCGTGGAGGGCGTGCTTGGGGGCCGTGTCTGCCCTGTGGCTCCCCGGGACCACTGCGCGG
647 T L R E L R G D TPYLVCVESGVLS GG RVCPVAUPIR RIDIHTECA



BstEII (2604) Sall (2638) SFil (2697)
2601 GGCTGGTCACCCTACCGGAGGCCGGGAGCCGGGGCGGCGTCGACTACCAGCTGCTGACCTTGGCCCTGCTGACGGTCAACGCGCTGCTGGTGCTCCTGGC
680G L V T L P EA G SR GGVDYQLULTLALTLTVNATLTLUVTLTLA
BspLU11I (2780)
2701 CTTGGCGGCCTGGGCGTCTCGCTGGCTGCGTAGGAAACTGCGGGCTAGGCGGAAGGGCGGGGCCCCGGTCCACGTTCGGCACATGTACTCCACCCGACGG
713 L A A WA S R WL RIZ RIEKTLTZ RARI RIEKTG GG GAZPVHVRHMYSTRR
SgrAl (2817)
Neol (2810) Dralll (2868)
2801 CCCCTGCGCTCCATGGGCACCGGCGTGTCCGCCGACTTCTCGGGATTCCAGTCGCACCGGCCACGCACCACCGTGTGCGCGCTCAGTGAGGCGGACCTCA
747* P L R S M G T GV S A DTF S GTFQSHRZPRTTVCALSTEATD.L
EcoRI (2902) Tth1111 (2992)
2901 TCGAATTCCCCTGCGACCGCTTCATGGACAGTGCGGGCGGCGGCGCGGGCGGCAGCCTGAGACGGGAGGACCGTCTCCTGCAGCGATTTGCCGACTAGGT
7801 E F P C DR FMDSAGG GG GAG GG STLTZ RR RETDT RTLTLTG QRTEATD e
Mscl (3025)
Nhel (3019)

3001 CCAGGGCATATAGAGACCAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATT

Hpal (3157) Mfel (3168)
3101 TGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGG

EcoRI (3253)
3201 GGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCC
- -t

3301 TCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGT

Sspl  (3492)
3401 TTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCA

Swal (3506)
3501 GAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTT

3601 GGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAA
1414 ¢ N R T Y K L P | L E E
3701 TGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCAC
1284 T T K VL K G NM E I LV FCDUPAYDS I L ERI CMGT CU®PS VYV
3801 CCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATG
954 R | S R DV E D S Y P HR V A V I T DFDIKI QGNSVASG I A I
3901 GCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCT
614A E A C V T V R G I Y A E | H V A S | I E G T K TR I A A G V HH K
BspHI (4081)
Xmnl (4073)
4001 TGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATA
288 N D E Y L M T I K E TAV E VLELUDO QQS I NFTIKM-SE4-————7
Asel (4139)
4101 GTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAG
et

Spel (4294)
4200 CTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTA

4299 G TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCA
-

SnaBI (4422)
4398 TCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACC

Ndel (4527)
4498 GTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGG

4598 AAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTT

Sdal (4705)  Pacl (4713) BspLUL1I (4723)
4698 ATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGC
_— -

4796 TCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTC

4896 CCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGG

ApaLl (5037)
4996 TATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTG

5096 AGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAA

5196 GTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCC

5296 GGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTA

Pacl (5453) Swal (5462)  NotI (5472)
5396 CGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTT

5495 ATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCT
5595 GTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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