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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMI (441)

Nael (441)
401

Ncol (560)
BstEII (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGCCCAGCGCCATCTGTGGATCTGGTTCCTTTGCCT

- 1M A Q R HL W I WTF L C L

Sspl (685)

601 ACAAACCTGGTCTGAAGCAGCAGGAAAAGATGCAGACCCGATGGTAATGAATGGGATTCTTGGGGAGTCAGTTACTTTCCTCTTAAATATTCAAGAACCA
13 Q T WS EAAGIKUDADUPMVMNGI L GE SV T FLLNI QEP
701 AAGAAAATTGACAACATTGCCTGGACTTCTCAATCATCTGTTGCTTTTATAAAACCAGGAGTCAATAAAGCTGAAGTTACCATAACCCAGGGCACTTATA
47 K K I D NI A W TS QS S VATF I KPGVNIKAEWVT I TQGTY

Tth1111 (832)
801 AAGGACGAATAGAAATCATAGATCAGAAGTATGACCTGGTCATTAGAGACCTGAGGATGGAAGATGCAGGAACTTACAAAGCAGACATCAATGAAGAGAA
80K G R I E I I D QK Y DLV I RDULU RMEIDAGTYKADTI NTEEN
EcoRV (975)
Bglll (917) Sall (941) Eco32l (975)
901 TGAGGAAACCATCACCAAGATCTACTACCTTCATATCTACCGTCGACTTAAAACACCAAAAATTACACAGAGTTTGATATCATCTTTGAACAATACCTGT
113 E E T I T K I Y Y L H I Y R R L K TWP K I T QSL I S SL NNTSC
1001 AATATCACACTGACATGCTCTGTGGAAAAGGAAGAAAAGGATGTCACATATAGCTGGAGTCCCTTTGGAGAGAAAAGCAATGTCCTTCAAATCGTCCACT
147 N | T L T €C S V E K E E K DV TY SWSU®PTFGEIKSNUVL QI V H
Ncol (1103) BspLUI11I (1126) Tth1111 (1162)
1101 CCCCCATGGACCAAAAACTGACCTACACATGTACAGCCCAGAACCCTGTCAGCAACAGTTCTGACTCTGTCACTGTCCAGCAGCCATGTACAGACACTCC
180kS P M D Q K L T Y TCTAQNZPVSNSSDSVTVQQPTCTUDTF?®P
HindIII (1200)
1201 AAGCTTCCATCCTCGCCATGCTGTGTTGCCAGGAGGATTGGCCGTGCTCTTTCTGCTTATTCTCATTCCGATGTTGGCATTTCTGTTCCGTTTGTACAAG
213 S F H P RHAVLPGGLAVLT FTWLUWLTI LI PMULATFILTFRTLYK
1301 AGAAGGCGAGACAGGATTGTCCTGGAAGCAGATGATGTCTCAAAGAAAACAGTATATGCTGTAGTTTCAAGAAATGCTCAACCCACAGAGTCCAGAATCT
247" R R R D R 1 VL E A DDV S K KTWVYAVV S RNAQPTTE S R I
1401 ATGATGAAATCCCTCAGTCCAAGATGCTGTCCTGTAAGGAAGATCCAGTGACCACCATTTATTCCTCAGTGCAGCTTTCTGAGAAGATGAAGGAAACCAA
280y D E I P Q S K ML S CKED®PVTTI Y SSVQLSEIZKMMZKTETN
Mscl (1586)
PshAI (1507) Nhel (1580)
1501 CATGAAGGACAGAAGTCTGCCTAAGGCTTTGGGTAATGAAATTGTTGTCTAGGTGATTCTCTAAGACCACGAAGGACACAGCTAGCTGGCCAGACATGAT
313 M K D R S L P KAL GNE I V V e _—
1601 AAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATT

Hpal (1718) Mfel (1729)
1701 ATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCT

EcoRI (1814)
1801 ACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAG
—_— -

1901 GCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTC

Sspl (2053) Swal (2067)
2001 TTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGT

Eco01091 (2128)
2101 TTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGAC

2201 AGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCA

4494 ¢« N R T Y K L P I L E E I T T K VL KGNMTE I L V

Sacl (2328) BstXI (2357)
2301 CAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCT
1154 F C D P A Y D S I L ERCMGT C®PSVVRI SRDVETDTSTYZPHTR

Stul (2492)
Ecold7I (2492)
2401 GACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCA
824 V. AV I T D F DKQGNSVASGI AI AEATCVTVR RGI Y AE



2501 ATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGA
4841 H V A S I | E G T K TR I A A GV HHIEKNDTETYLMTI I KETAV
BspHI (2642)
Xmnl (2634)
2601 CCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATG

154 E V L E L D Q Q S I NF T K M-
Vspl  (2700)
Asel (2700) Sacl (2757)
2701 ATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGC
-

Spel (2855)
2800 CCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGAC
-

SnaBI (2983)
Ecol051 (2983)
2899 TTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTG

Ndel (3088)
2999 CCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATAC

3099 ACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTA

PstI  (3267)
Sdal (3266)Pacl (3274) BspLUL1I (3284)
3199 TTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGAACATGTGAGCAA
-

3297 AAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAG

3397 TCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGA

3497 TACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCT

ApaLI (3598)
3597 GTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGC

3697 AGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTT

3797 GGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTT

3897 GCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGG

Eagl (4034)
Pacl (4014) Swal (4023) NotI (4033)
3997 GATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGT

4097 AACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCG
4197 AA
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