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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

BspHI (560)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCATCATGAAGTTCCAGTATAAGGAGGACCACCCCTTCGAGTA

- 1M K F Q Y K E DHP F E Y

Sandl (680)
RsrIl (638) EcoO1091 (680)
601 TCGGAAAAAGGAAGGTGAAAAGATTAGGAAGAAATACCCGGACCGGGTGCCGGTCATCGTGGAGAAGGCTCCTAAAGCCAGGGTCCCTGATCTGGATAAG
13 R K K E G E K I R K K Y P DR VP VI VEIKAPIKARVPDILDK
BamHI (761)
Mscl (732) BspEI (752) Bsu36lI (775)
701 AGGAAGTACCTTGTGCCCTCCGACCTCACTGTTGGCCAGTTCTACTTCTTAATCCGGAAGAGGATCCACCTGAGACCTGAGGACGCCTTATTCTTCTTTG
47 R K Y L VP S DL TV GAQFYF LI RKZ RI HLI RUPETDATLTFFF
Pvull (838)
XcemI (821)Ncol (830) Bbsl (862)
801 TCAACAACACCATCCCTCCCACCAGTGCTACCATGGGCCAGCTGTATGAGGACAACCACGAGGAAGACTATTTTCTGTATGTGGCCTACAGTGATGAAAG
80V N N T I PP T SATMGQLY EDNHTETETUDYTFLY VAY SDE S
Mscl (963)
Nhel (957)

901 TGTCTATGGAAAATGAGGCAGAAGCCCAGCAGATGGGAGCACCTGGACTTGGGGGTAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGAC
113 V. Y G K e

Hpal (1095)
1001 AAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAA

Mfel (1106) EcoRI (1191)
1101 CAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAA
L -l

1201 AATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGT

1301 GCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATG

SspI  (1430) Swal (1444)
1401 CACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGAT

Eco01091 (1505)
1501 GCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCT

1601 TTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCA
1414 ¢« N R T Y K L P I L E E I T T K V L K GNWME Il L VF CDUPAYD
Sacl (1705) BstXI (1734)
1701 GAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGT
174Ss 1 L E R C M G C P SV VU RI SRDVEUDSYU®PHT RVAUV I TDTFTD
Stul (1869)
1801 CCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTC
744 K Q G NS VASGI A1l AEACVTVZ RGI YATETI HVASI I | E
1901 CCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGC
41 G T K T R I A A GV HHIKNDTETVYLMTI I KETAVETUVTLTETLTDNAOQ
BspHI (2019)
BbsI (2015)

XmnI (2011) Asel (2077)
2001 TGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGA
740 S I N F T K M == -
Sacl (2134)

2101 TGGCGTCTCCAGCT TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGT

Spel (2232)
2201 TGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACC
-

SnaBI (2360)
2300 GCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGT




2400

2500

2600

2698

2798

2898

2998

3098

3198

3298

3398
3498

Ndel (2465)
CATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCA

GTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGT

Pstl (2644)

Sdal (2643)Pacl (2651)  BspLUI1I (2661)
TGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACC
-

GTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGG

ACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCG

ApaLI (2975)
GGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGC

CCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAG

AGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCA

GTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAA

Pacl (3391)
AAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATT

Eagl (3411)
Swal (3400)  NotI (3410)
AACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAA
ACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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