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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
NgoMI (441)
Nael (441)
401
BspHI (560)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCATCATGAGGGTCCTGTGGGTGTTGGGCCTCTGCTGTGTCCT
- 1M R VL WV L GL CC VL
Sall (634)

601 GCTGACCTTCGGGTTCGTCAGAGCTGATGATGAAGTCGACGTGGATGGCACAGTGGAAGAGGACCTGGGTAAAAGCCGAGAAGGCTCAAGGACAGATGAT
13 L T F G F VRADIDTEVDVDSGTVETEHDILSGI K S RETGSU RTDTD
701 GAAGTTGTGCAGAGAGAGGAAGAAGCTATTCAGTTGGATGGGTTAAACGCATCACAGATAAGAGAACTTAGAGAAAAATCTGAAAAGTTCGCCTTCCAAG
47 E V. V Q R E E E A I QL DGLNASQI REULRTETZKTSTEIZKTFATFDOQ
801 CTGAAGTGAACAGGATGATGAAACTTATCATCAATTCTTTGTATAAAAATAAAGAGATTTTCCTGAGAGAACTGATTTCAAATGCTTCTGATGCTTTAGA
80FA E V N R MM K L I I NS L Y KNI KTETI FLRETILTI SNASIUDATILTD
Hpal (954)
901 CAAGATAAGGCTCATCTCCCTAACTGATGAAAATGCACTCGCTGGAAATGAGGAGTTAACGGTCAAGATTAAGTGTGACAAAGAGAAAAACCTGCTGCAT
113 K I R L I S L T D ENAULAGNETETLTV K Il KCDIKEIKNTILL H
1001 GTCACAGACACGGGTGTAGGAATGACTAGAGAGGAGTTGGTTAAAAATCTCGGCACCATAGCCAAATCTGGAACAAGCGAGTTTTTAAACAAAATGACAG
147 V. T D T G V G M TR E E L V KNULGTI A K S GTSETFLNIKWMT
1101 AAGCTCAAGAAGATGGTCAGTCAACCTCTGAACTGATTGGCCAGTTTGGTGTCGGTTTTTATTCTGCCTTCCTTGTAGCAGATAAGGTCATTGTCACATC
180 E A Q E D G Q S TS EL I GQF GV GFYSAFLVADIEKVI VTS
EcoRI (1246)
1201 GAAACACAACAATGATACCCAGCACATCTGGGAATCAGACTCCAATGAATTCTCTGTAATTGCTGACCCAAGAGGAAACACACTAGGTCGTGGAACAACA
213 K H N NDTQH I WESDJSNETFSVI ADPRGNTLGR RGTT
Scal (1370)
1301 ATTACTCTTGTCTTAAAAGAAGAAGCATCTGATTACCTTGAATTGGACACAATTAAAAATCTTGTCAGGAAGTACTCTCAGTTCATCAACTTTCCCATCT
247 | T L V L K E EA S DY L ELDTIlI KNULVU RIKY S QF I NTF P I
1401 ACGTGTGGAGTAGCAAGACAGAGACTGTTGAGGAGCCCTTGGAAGAAGATGAAGCAGCAAAAGAAGAGAAAGAAGAATCTGATGATGAAGCTGCAGTAGA
280y V W S S K T E TV E E P L EEDEAAIKTETEIKTETESDIDTEAAVE
EcoRV (1573)
1501 GGAGGAAGAAGAAGAAAAGAAACCAAAAACTAAGAAAGTTGAAAAAACTGTGTGGGATTGGGAACTTATGAATGATATCAAACCAATATGGCAGAGACCA
313 E E E E E K K P K T K KV E K TVWDWTETLMNUDI KUZP 1T WQR P
Ncol (1667)
1601 TCCAAAGAAGTAGAAGAAGACGAATACAAAGCTTTCTACAAATCATTTTCAAAGGAAAGTGATGACCCCATGGCTTATATCCACTTCACTGCAGAAGGGG
347w S K E V E E D E Y KA FY K S F S KESDUDZPMAY I HFTATEG
BstEII (1701) Xhol (1742)
1701 AGGTCACCTTCAAGTCGATTTTGTTTGTACCCACATCTGCACCTCGAGGTCTGTTTGATGAATATGGATCTAAGAAGAGTGATTATATTAAGCTGTATGT
38kE V T F K S I L F VPTSAPI RS GLT FWDTEYGSKIKSDY Il KLY V
1801 ACGCCGCGTATTCATCACAGATGACTTCCATGATATGATGCCCAAATACCTTAATTTTGTCAAAGGTGTTGTGGATTCCGATGATCTCCCCCTCAATGTT
413 R R V F I T DDVF HDMMZ®PIKY L NTFVKSGVVDSDUDTULUZPTL NV
1901 TCCCGTGAGACTCTTCAGCAACATAAATTGCTCAAGGTGATTAGGAAGAAGCTTGTCCGAAAAACTCTGGACATGATCAAGAAGATTGCTGATGAGAAGT
447 S R E T L Q Q H K L L KV I R K KL VRKTLIDMI KK 1 A DTE K
2001 ATAACGACACTTTCTGGAAGGAGTTCGGCACGAATATCAAGCTTGGTGTGATTGAAGACCACTCAAATCGAACACGGCTTGCTAAACTTCTTAGGTTCCA
48*Y N D T F W K E F G TN 1T KL GV I EDUHSNIZ RTIR RILAIKTILTLTR RTFAQ
Spel (2125)
2101 GTCTTCTCACCATTCAACTGACATTACTAGTTTAGACCAGTATGTGGAAAGAATGAAGGAAAAACAGGACAAAATCTACTTCATGGCTGGGTCAAGCAGA
513 S S HH S TD I TSLDO QY VERMIKTEIZ KIQDI KTI YFMAGS SR
2201 AAGGAGGCGGAATCTTCTCCATTTGTTGAGAGACTTCTGAAGAAGGGCTATGAAGTCATTTATCTCACAGAGCCTGTGGATGAATACTGCATTCAGGCTC
547 K E A E S S P F VERLULIKIKGYEUV I YL TEU PVDTEYTCI QA
2301 TTCCCGAGTTTGATGGGAAGAGGTTTCAGAATGTTGCCAAAGAAGGGGTGAAGTTTGATGAGAGTGAGAAAACTAAAGAAAGTCGGGAAGCAACAGAGAA
580kL P E F D G K R F Q NV A KE GV KFDESEIZKTIKTESI REATTE K
2401 GGAGTTTGAACCTCTGCTCAACTGGATGAAAGATAAGGCCCTCAAGGACAAGATAGAAAAGGCTGTGGTGTCGCAGCGCCTCACAGAGTCTCCCTGTGCT
613 E F E P L L NWM KD KA L KD K Il E KAV VS QRULTTESUZPTCA
BspHI (2543)
2501 CTTGTGGCCAGTCAGTATGGATGGTCTGGCAACATGGAGAGGATCATGAAGGCACAAGCATACCAGACGGGCAAGGACATCTCTACAAATTACTATGCCA
647" L V A S Q Y GW S G NMEU R I MKAQAY QTG KD I S TNY YA
BstBI (2614)
Asull (2614)
Psp14061 (2610) BspLUI1I (2648)
2601 GTCAAAAGAAAACGTTCGAAATCAATCCTAGACACCCACTGATCAGAGACATGTTGCGGCGGATTAAGGAAGATGAAGATGACAAGACAGTCATGGATCT
680kS Q K K T F E I NP R HP L I RDMIULIU RR RI KEWDTEDUDI KTVMDL



EcoRV (2738) Pmel (2798)
2701 TGCTGTAGTTTTGTTTGAAACGGCAACACTTCGGTCAGGATATCTTCTACCAGACACCAAGGCGTATGGAGATAGAATAGAAAGAATGCTTCGCCTCAGT

713 AV V L F ETATLU RS SGY LL®PDTI KAYSGDT RTI ERMTLT RTLS
2801 TTAAACATTGACCCTGAAGCACAGGTGGAGGAAGAACCAGAAGAAGAGCCTGAAGACACCTCAGAAGACGCAGAAGACTCAGAGCAGGATGAGGGAGAAG

747* L N | D P EAQV EETETZPTETETETPTETDTSETDATETDTSTETGQDTE G E

Nhel (2999)

2901 AGATGGATGCAGGGACAGAAGAAGAAGAGGAGGAAACAGAAAAGGAATCTACAGAGAAGGATGAATTGTAAATTATACTCTCGCTATGAATCCCGTGTGG

780FE M D A G T E E E E E E T E K E S T E K D E L e
3001 CTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTAT

Hpal (3137) Mfel (3148)
3101 TGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTT

EcoRI (3233)
3201 TAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTG
L e

3301 AGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTC

Sspl  (3472) Swal (3486)
3401 CCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCA

3501 TTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAA

3601 CCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTG
+414 ¢ N R T Y K L P I L E E I T T K V L K
Sacl (3747) BstXI (3776)
3701 CCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCT
121G N M E I L V F ¢ DPAY DS I L ERTCMSGT C®PSV VR I SRDVE
3801 CATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGAC
884 D S Y P HR VAV I T DFUDJIKI QGNSVASGI A I AEATCVTYV
Stul (3911)
Ecol471 (3911)
3901 CCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATG
554 R G I Y A E I HV A S I | EGTIKTRI A A GV HHIKNDTEY LM
BspHI (4061)
4001 GTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATG

21T | K E T AV E VL EL D QQS I NFTI KM=
Vspl (4119)
Asel (4119) Sacl (4176)
4101 CCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCC
-

Spel (4274)
4201 ACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGA
-t

4300 CGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGAC

SnaBI (4402)
Ecol051 (4402)
4400 TAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGC

Ndel (4507)
4500 GTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTA

Sdal (4685)Pacl (4693)
4600 TGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA

BspLUI1I (4703)
4698 TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCA
-

4798 CAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCG

4898 ACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCG

ApaLI (5017)
4998 TTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGA

5098 CTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTAC

5198 ACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTA

5298 GCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAA

Eagl (5453)
Pacl (5433) Swal (5442) Notl (5452)
5398 CGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTG

5498 GTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGC
5598 CAGAACATTTCTCTATCGAA
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