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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
Ncol (560)
BstEII (555) Bsp1201
KasI (535) Agel (552) Xmal (595)
501 CTGAGATCACCGGTCACCATGGCGATTCGGCGCTGCTGGCCACGGGTCGTCCCCGG
- 1M A I R R C WP R V V P G
Psp1406]1 (631) Xmal (642) BssHII (689)

601 GCCCGCGCTGGGATGGCTGCTTCTGCTGCTGAACGTTCTGGCCCCGGGCCGCGCCTCCCCGCGCCTCCTCGACTTCCCGGCTCCGGTCTGCGCGCAGGAG
13 P AL GWULULLULULWNVLAPSGRASU®PRILLUDTFU®PAUPVCANAOQE
Scal (724) Tth111I (765)
701 GGGCTGAGCTGCAGAGTCAAGAATAGTACTTGTCTGGATGACAGCTGGATCCACCCCAAAAACCTGACCCCGTCTTCCCCAAAAAACATCTATATCAATC
47 G L S C R V K NS T C L DD SWI HPIKNWLT®PSSP KNI Y I N
801 TTAGTGTTTCCTCTACCCAGCACGGAGAATTAGTCCCTGTGTTGCATGTTGAGTGGACCCTGCAGACAGATGCCAGCATCCTGTACCTCGAGGGTGCAGA
8oL S VS S T Q HGEL VP VLHVEWTTULA QTWDAS I LY L EGAE
BsrBI (928)
901 GCTGTCCGTCCTGCAGCTGAACACCAATGAGCGGCTGTGTGTCAAGTTCCAGTTTCTGTCCATGCTGCAGCATCACCGTAAGCGGTGGCGGTTTTCCTTC
113 L S VvV L Q L NT N E R L CV K F QF L SMLAQHHRI KT RMWR RTF S F
SandI (1073)
1001 AGCCACTTTGTGGTAGATCCTGGCCAGGAGTATGAAGTGACTGTTCACCACCTGCCGAAGCCCATCCCTGATGGGGACCCAAACCACAAATCCAAGATCA
147 S H F VvV VD P G Q EY EV TVHUHLU®PIKW®P I P DGDUPNWHK S K I
Xeml (1175)
1101 TCTTTGTGCCTGACTGTGAGGACAGCAAGATGAAGATGACTACCTCATGCGTGAGCTCAGGCAGCCTTTGGGATCCCAACATCACTGTGGAGACCTTGGA
1801 F V P D C E DS KMIKMTTSCVSSGSLWDUZPNI TVETTLD
1201 CACACAGCATCTGCGAGTGGACTTCACCCTGTGGAATGAATCCACCCCCTACCAGGTCCTGCTGGAAAGTTTCTCCGACTCAGAGAACCACAGCTGCTTT
213 T Q H L RV DFTLWNTESTUPYQVLILTES ST FSDSTENUHSTCTF
Sspl (1314) EcoRI (1336) BbrPI
1301 GATGTCGTTAAACAAATATTTGCGCCCAGGCAAGAAGAATTCCATCAGCGAGCTAATGTCACATTCACTCTAAGCAAGTTTCACTGGTGCTGCCATCACC
247 D V V XK Q I F AP R QEEF HQRANVTT FTILSKTFHWTCTCHH
1401 ACGTGCAGGTCCAGCCCTTCTTCAGCAGCTGCCTAAATGACTGTTTGAGACACGCTGTGACTGTGCCCTGCCCAGTAATCTCAAATACCACAGTTCCCAA
280kH V. Q V. Q P F F S S C L NDCULI RMHAVTITVZPCPUVI SNTTUVUPK
Xeml (1553)
BstXI (1553)
1501 GCCAGTTGCAGACTACATTCCCCTGTGGGTGTATGGCCTCATCACACTCATCGCCATTCTGCTGGTGGGATCTGTCATCGTGCTGATCATCTGTATGACC
313 P VA DY I P LWVYGL I TL I AIl LLVGS VI VLI I CMT
KasI (1612)
1601 TGGAGGCTTTCTGGCGCCGATCAAGAGAAACATGGTGATGACTCCAAAATCAATGGCATCTTGCCCGTAGCAGACCTGACTCCCCCACCCCTGAGGCCCA
347k W R L S G A DQEKHGDUDS K I NGI L P VADILT®PU®PU®PLRTP
1701 GGAAGGTCTGGATCGTCTACTCGGCCGACCACCCCCTCTATGTGGAGGTGGTCCTAAAGTTCGCCCAGTTCCTGATCACTGCCTGTGGCACTGAAGTAGC
380kR K VW I VY S A DUHU®PLY VEVVL KT FAQFULI TACGTE VA
BspHI (1841)
1801 CCTTGACCTCCTGGAAGAGCAGGTTATCTCTGAGGTGGGGGTCATGACCTGGGTGAGCCGACAGAAGCAGGAGATGGTGGAGAGCAACTCCAAAATCATC
413 L D L L E EQV I S EVGVMTWVSRQKQEMVE S NS K I I
1901 ATCCTGTGTTCCCGAGGCACCCAAGCAAAGTGGAAAGCTATCTTGGGTTGGGCTGAGCCTGCTGTCCAGCTACGGTGTGACCACTGGAAGCCTGCTGGGG
447 | L C S R G T Q A K WKA A1 L GWAEUPAV QLI RT CDUHMWIKPAG
2001 ACCTTTTCACTGCAGCCATGAACATGATCCTGCCAGACTTCAAGAGGCCAGCCTGCTTCGGCACCTACGTTGTTTGCTACTTCAGTGGCATCTGTAGTGA
480D L F T AA M NM | L P DF KW RWPATCTFSGTYVVCYFSGI CSE
Acc651 (2135) BspEI (2171)
2101 GAGGGATGTCCCCGACCTCTTCAACATCACCTCCAGGTACCCACTCATGGACAGATTTGAGGAGGTTTACTTCCGGATCCAGGACCTGGAGATGTTTGAA
513 R DV P DULFN1T TS RYPLMUDT RT FTETEVYFIRI QDLTEMTFE
NgoMIV (2261)
2201 CCCGGCCGGATGCACCATGTCAGAGAGCTCACAGGGGACAATTACCTGCAGAGCCCTAGTGGCCGGCAGCTCAAGGAGGCTGTGCTTAGGTTCCAGGAGT
547 P G R M H HV R ELTSGDNYLQSU?PSGUR QL KEAVLUR RTFAOQE
BglIT (2358)
2301 GGCAAACCCAGTGCCCCGACTGGTTCGAGCGTGAGAACCTCTGCTTAGCTGATGGCCAAGATCTTCCCTCCCTGGATGAAGAAGTGTTTGAAGACCCACT
580kW Q T Q C P DWF E R ENULTCLADGAOQDTULU®PSLDTETEVFETDTZPIL
2401 GCTGCCACCAGGGGGAGGAATTGTCAAACAGCAGCCCCTGGTGCGGGAACTCCCATCTGACGGCTGCCTTGTGGTAGATGTCTGTGTCAGTGAGGAAGAA
613» L P P G G G I VK Q QP L VREULW®PSDSGT CLVVDVCVSEETE
2501 AGTAGAATGGCAAAGCTGGACCCTCAGCTATGGCCACAGAGAGAGCTAGTGGCTCACACCCTCCAAAGCATGGTGCTGCCAGCAGAGCAGGTCCCTGCAG
647 S R M A K L D P QL WP QR ETULVAHTLAI QSMVLUPAETIGQVPA
2601 CTCATGTGGTGGAGCCTCTCCATCTCCCAGACGGCAGTGGAGCAGCTGCCCAGCTGCCCATGACAGAGGACAGCGAGGCTTGCCCGCTGCTGGGGGTCCA
680PA H V V E P L HL P DGS GAAAQLPMTEUDSTEATCTPTLTILGVAQ



2701 GAGGAACAGCATCCTTTGCCTCCCCGTGGACTCAGATGACTTGCCACTCTGTAGCACCCCAATGATGTCACCTGACCACCTCCAAGGCGATGCAAGAGAG
713 R N S I L C L PV DSDDLU®PLT CSTWPMMSU®PDUHTLIOQGTUDA AR E
2801 CAGCTAGAAAGCCTAATGCTCTCGGTGCTGCAGCAGAGCCTGAGTGGACAGCCCCTGGAGAGCTGGCCGAGGCCAGAGGTGGTCCTCGAGGGCTGCACAC
747 Q L E S L ML SVLQQSLSGQPULESWZPRZPEUVVLESGT CT
2901 CCTCTGAGGAGGAGCAGCGGCAGTCGGTGCAGTCGGACCAGGGCTACATCTCCAGGAGCTCCCCGCAGCCCCCCGAGTGGCTCACGGAGGAGGAAGAGCT
780kP S E E E Q R QS VQSDQGY Il SRS SPQPU®PEWMWLTTETETETEL
3001 AGAACTGGGTGAGCCCGTTGAGTCTCTCTCTCCTGAGGAACTACGGAGCCTGAGGAAGCTCCAGAGGCAGCTTTTCTTCTGGGAGCTCGAGAAGAACCCT
813k E L GE P V ESLSPEELI RSULIRIKILQROQLFFWELE K NP

Stul (3155)
Avrll (3152) Nhel (3186)
3101 GGCTGGAACAGCTTGGAGCCACGGAGACCCACCCCAGAAGAGCAGAATCCCTCCTAGGCCTCCTGAGCCTGCTACTTAAGAGGGTGGCTAGCTGGCCAGA
847k G W N S L E P R R P TUPETETI QNTP S o
3201 CATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTA

Hpal (3324) Mfel (3335)
3301 ACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAA

EcoRI (3420)
3401 ACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAG
- -t

3501 GCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAAC

Sspl (3659) Swal (3673)
3601 TAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAAT

3701 AAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAA

3801 TTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAA
4414 ¢ N R T Y K L P I L E E I T T K V L K G NM E
BstXI (3963)
3901 TGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGG
11274 L V F C D P A Y DS I LERT CMSGT C®PSVVRI SRDVETDTSYSFP
Stul (4098)
4001 GTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAG
844 H R V AV I T DF DK QGNJSVASGI AI AEACVTVR RGI Y
4101 GCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAG
Se4A E | H V A S | | E G T K TR I AAGVHHIKNDTETYTULMTII KET
BspHI (4248)
XmnI (4240)
4201 TGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATG
174 A V E V L E LD QQ S I NF T K M-
Asel  (4306)
4301 CCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCT
-

Spel (4461)
4401 ACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGG
-

SnaBI (4589)
4501 AGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGT

Ndel (4694)
4601 ACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATG

4701 ATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTC

Pacl (4880)

Sdal (4872) BspLU11I (4890)
4801 ATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGC
-

4901 AAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCA

5001 AGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCG

5101 GATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGG

ApaLI (5204)
5201 CTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCA

5301 GCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTAT

5401 TTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGT

5501 TTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAA

Pacl (5620) Swal (5629)  NotI (5639)
5601 GGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATC

5701 GTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTAT
5801 CGAA
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