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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
Neol (560)
BstXI (560)
BStEIl (555)
KasI (535) Agel (552) Nsil (576)
501 CTGAGATCACCGGTCACCATGGCCCTGGGAAGATGCATTGCGGAAGGTTGGACCTT
= 1M A L G R C I A E GWT L

Pvull (642)
601 GGAGAGAGTGGCGGTGAAACAGGTCTCCTGGTTCCTGATCTACAGCTGGGTCTGCTCTGGTGTCTGCCGGGGAGTCTCGGTCCCAGAGCAAGGAGGAGGA
13 E R VA V K QV SWTFIL I Y SWVCSGVCRG GV S VPE- QG GSGSG
701 GGGCAGAAGGCTGGAGCATTCACCTGTCTCAGCAACAGTATTTACAGGATCGACTGCCACTGGTCGGCTCCAGAGCTGGGCCAGGAATCCAGGGCCTGGC
47 G Q K A G A F T C L S NS I YR I DCHWSAZPETILGA QE SR RAW
801 TCCTCTTTACCAGTAACCAGGTGACTGAAATCAAGCACAAATGCACCTTCTGGGACAGTATGTGTACCCTGGTGCTGCCTAAAGAGGAGGTATTCTTACC
8oL L F T S NQ V T E I K HKCTFWUDSMTCTUL VL PKTETEVF L P
901 TTTTGACAACTTCACCATCACACTTCACCGCTGCATCATGGGACAGGAACAGGTCAGCCTGGTGGACTCACAGTACCTGCCCAGGAGACACATCAAGTTG
113 F D N F T I T L HR CI M GQEQVSLVDSAQYULUPRI RHI KL
Pstl (1015)
1001 GACCCACCCTCTGATCTGCAGAGCAATGTCAGCTCTGGGCGTTGTGTCCTGACCTGGGGTATCAATCTTGCCCTGGAGCCATTGATCACATCCCTCAGCT
147 D P P S DL QS NVSSGRU CVLTWSGI NLALTEW®PTL I TS L S
Stul (1127)
1101 ACGAGCTGGCCTTCAAGAGGCAGGAAGAGGCCTGGGAGCA GGCCCGGCACAAGGACCGTATCGTTGGAGTGACCTGGCTCATCCTTGAAGCCGTCGAAC
180kY E L A F K R Q E EAWEQARUHIKUDI RI VGV TWIL I L EAVE
Sspl (1277)
1200 TGAATCCTGGTTCCATCTACGAGGCCAGGCTGCGTGTCCAGATGACTTTGGAGAGTTATGAGGACAAGACAGAGGGGGAATATTATAAGAGCCATTGGAG
213*L N P G S I Y E A RLIRVAQMTULTESYEDZKTTESGTETY Y K S HWS
XemI (1357)
1300 TGAGTGGAGCCAGCCCGTGTCCTTTCCTTCTCCCCAGAGGAGACAGGGCCTCCTGGTCCCACGCTGGCAATGGTCAGCCAGCATCCTTGTAGTTGTGCCC
246 E W S Q P VS F P SPQURRQGLULVPRWAQWSAS 1T L VVVFE
Bsu361 (1486)
1400 ATCTTTCTTCTGCTGACTGGCTTTGTCCACCTTCTGTTCAAGCTGTCACCCAGGCTGAAGAGAATCTTTTACCAGAACATTCCATCTCCTGAGGCGTTCT
280 | F L L L T G F V HULULFIKULS®PRILI KT RI FY QNI P SPEATF
Ncol (1521) Scal (1588)
1500 TCCATCCTCTCTACAGTGTGTACCATGGGGACTTCCAGACTTGGACAGGGGCCCACAGAGCCGGACCACAAGCAAGACAGAATGGTGTCAGTACTTCATC
313 F H P LY SV YHGDTFQTWTGAUHU RAGPI QARI QNGVS TS S
Sphl (1654)
1600 AGCAGGCTCAGAGTCCAGCATCTGGGAGGCCATCGCCACACTCACCTATAGCCCGGCATGCCCTGTGCAGTTTGCCTGCCTGAAGTGGGAGGCCACAGCC
346k A G S E S S I WEA I A T L TY SPACPVAQFAT CLIKMWEATA
NgoMIV (1737)
1700 CCTGGCTTCCCAGGGCCCCCAGGCTCAGAGCATGTGCTGCCGGCAGGGTGTCTGGAGTTGGAAGGACAGCCATCTGCCTACCTGCCCCAGGAGGACTGGG
380k P G F P G P P G S EHVLPAGT CLTETLTESGQPSAYLZPQETDW
1800 CCCCACTGGGCTCTGCCAGGCCCCCTCCTCCAGACTCAGACAGCGGCAGCAGCGACTATTGCATGTTGGACTGCTGTGAGGAGTGCCACCTCTCAGCCTT
413 A P L G S AR PP PPDSDSGSSDY CMLUDTECT CETETCHTLSATF
AvrIl (1990)
1900 CCCAGGACACACCCAGAGTCCTGAGCTCACACTAGCTCAGCCTGTGGCCCTTCCTGTGTCCAGCAGGGCCTGACACCTACCAAGGGATGTGCCTAGGTCT
4468 P G H T Q S P E L T L A QP VAL PV S S R A o
Msecl (2002)
2000 AGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTG

Hpal (2134) Mfel (2145)
2100 CTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTA

EcoRI (2230)
2200 AAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAG
- -

2300 GGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCC

Sspl (2469) Swal (2483)
2400 AAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATT

2500 GCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACC




2600 TTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCC
+414 ¢ N R T Y K L P I L E E I T T K V L K G
BstXI (2773)

2700 ATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCA
124 NM E I L VF CDPAYDJ S 1 LEZRT CMSGT C®PSV VRl SRIDVE
2800 TCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCC

874D S Y P H R VA V I T DFDJKI QGNSVASGI AI AEATCVTVR
Stul (2908)
2900 TGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGT
544 G | Y A E I HV A S I | EGTIKTRI AAGVHUHIEKNDTETYTLMT
BspHI (3058)
BbsI (3054)

Xmnl (3050)
3000 GATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCC
214 | K E T AV E VL E L D QQS I NTFTIKM=-

Asel (3116)
3100 GATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCAC

-

Spel (3271)
3200 CGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGT
-

3300 CAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAA

SnaBI (3399)
3400 TACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTA

Ndel (3504)
3500 CTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGG

Pacl (3690)
Pstl (3683)
Sdal (3682)
3600 GAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAG

BspLU11I (3700)
3700 AACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAA
e

3800 ATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCT

3900 GCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGC

ApaLI (4014)
4000 TCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTAT

4100 CGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAG

4200 AAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGT

4300 GGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAA

Eagl (4450)
Pacl (4430) Swal (4439) NotI (4449)
4400 ACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTT

4500 TTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAA
4600 CATTTCTCTATCGAA



	Map
	Sequence



