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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)
Psp14061 (203) HindlIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV  (441)
Nael (441)
401
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCAACATGTGCCTCTCTCCGGTTAAAGGCGCAAAGCTCATCCT
- 1M C L S P V K G A K L I L
PpulOl (632)
AvrIl (612) Nsil (632)
601 GATCTTTCTGTTCCTAGGAGCCGTTCAGTCCAATGCATTGATAGTTAATTTGACAGATTCAAAGGGTACTTGCCTTTATGCAGAATGGGAGATGAATTTC
13 | F L F L GA VQSNALI I VNLTWDS SI KT GTT CLYATEWMWTEWMNF
Ndel (707)
701 ACAATAACATATGAAACTACAAACCAAACCAATAAAACTATAACCATTGCAGTACCTGACAAGGCGACACACGATGGAAGCAGTTGTGGGGATGACCGGA
47 T | T Y E T T NQ T N K T 1 T I AV P DI KA ATHTDTGS S CGDDR

BspHI (882)
801 ATAGTGCCAAAATAATGATACAATTTGGATTCGCTGTCTCTTGGGCTGTGAATTTTACCAAGGAAGCATCTCATTATTCAATTCPATGACATCGTGCTTTC
80N S A K I M I Q F G F AV SWAVNTFTIKTEA ASWHY S| HDI1I VL S
Spel (907)
901 CTACAACACTAGTGATAGCACAGTATTTCCTGGTGCTGTAGCTAAAGGAGTTCATACTGTTAAAAATCCTGAGAATTTCAAAGTTCCATTGGATGTCATC
113 Y N T S D S T VF P GA VA K GV HTVKNZPENTFIK VP L DV I

PshAI (1032) Sspl (1049) HindIII (1070)
1001 TTTAAGTGCAATAGTGTTTTAACTTACAACCTGACTCCTGTCGTTCAGAAATATTGGGGTATTCACCTGCAAGCTTTTGTCCAAAATGGTACAGTGAGTA
147 F K C N S VL T Y NULTPVVQKYWGI HLQATFUVQNGT VS

Sall (1170)
1101 AAAATGAACAAGTGTGTGAAGAAGACCAAACTCCCACCACTGTGGCACCCATCATTCACACCACTGCCCCGTCGACTACAACTACACTCACTCCAACTTC
180k K N E Q V C E E DQTUP TTVAPI1 I HTTAPSTTTTILTU®PTS
Ncol (1283)
1201 AACACCCACTCCAACTCCAACTCCAACTCCAACCGTTGGAAACTACAGCATTAGAAATGGCAATACTACCTGTCTGCTGGCTACCATGGGGCTGCAGCTG
213 1T P T P T P TPT®PTVGNYSI RNGNTTT CLULATMMSGTL QL
1301 AACATCACTGAGGAGAAGGTGCCTTTCATTTTTAACATCAACCCTGCCACAACCAACTTCACCGGCAGCTGTCAACCTCAAAGTGCTCAACTTAGGCTGA
247 N I T E E K VP F I F NI NPATTNTFTGSTCQPQSAOQLRL
1401 ACAACAGCCAAATTAAGTATCTTGACTTTATCTTTGCTGTGAAAAATGAAAAACGGTTCTATCTGAAGGAAGTGAATGTCTACATGTATTTGGCTAATGG
280kN N S Q I K Y L D F I FAV KNZEIZKI RT FYLIKEVNVYMYLANSG
Xbal (1594)
1501 CTCAGCTTTCAACATTTCCAACAAGAACCTTAGCTTCTGGGATGCCCCTCTGGGAAGTTCTTATATGTGCAACAAAGAGCAGGTGCTTTCTGTGTCTAGA
313 S A F N1 S NK NL S FWDAPULSGSSYMU CNIKTEI QUVL SV SR
1601 GCGTTTCAGATCAACACCTTTAACCTAAAGGTGCAACCTTTTAATGTGACAAAAGGACAGTATTCTACAGCTCAAGACTGCAGTGCAGATGAAGACAACT
347 A F Q I N T F NL KV QP FNVTI K GQY S TAQDTCSAUDTEDN
Scal (1737)
1701 TCCTTGTGCCCATAGCGGTGGGAGCAGCTCTGGGAGGAGTACTTATTCTAGTGTTGCTGGCTTATTTTATTGGTCTCAAGCGCCATCATACTGGATATGA
380kF L VP I AV GA AL GGV L I L VLLAYT F I GL KUZ RWHHTGYE
Msecl (1824)
Nhel (1818)
1801 GCAATTTTAGTAACTGCAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTT
413 Q F e

Hpal (1956) Mfel (1967)
1901 GTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGG

EcoRI (2052)
2001 GGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCT
- -

2101 CTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTT

Sspl (2291)
2201 TAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAG

Swal (2305) EcoO109T (2366)
2301 AAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTG

2401 GACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAAT
414 ¢ N R T Y K L P I L E E |




Sacl (2566)

2501 GGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACC
1284 T T K VL K G NM E I L VFCDZPAYDS 11 L ERT CMGT CU®PS VYV
2601 CTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGG

944R | S R D V E D S Y P HR VAV I T DFIDI K QGNSVASGI A 1 A
Stul (2730)
2701 CTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTT
611 E A C V T V R G I Y A E I H V A S | I E G T K TR I A A GV HH K
BspHI (2880)
Xmnl (2872)
2801 GTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAG

268 N D EYLMT I KETAVEVLTETLUDO QS I NFTIKM-S+———
Asel  (2938) Sacl (2995)
2901 TGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCT
-

Spel (3093)
3001 CTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGT

3100 CAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCA
-

SnaBI (3221)
3200 TCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTC

Ndel (3326)
3300 ATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAA

3400 GTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATG

Sdal (3504)Pacl (3512)
3500 TAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCC
-

3598 GCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCT

3698 CGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTAT

ApaLl (3836)
3798 CTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGT

3898 CCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTG

3998 GTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGC

4098 AAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGG

Eagl (4272)
Pacl (4252) Swal (4261)  NotI (4271)
4198 GGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTT

4298 TCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCC
4398 CCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA



	TechSheet
	Map
	Sequence



