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Swal (2346) Mfel (2008)

100 Sepl (2332) EcoRI (2093)

InvivoGen



Pvul (7)

Sgfl (6) Mfel (82) EcoNI (96)

1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

NgoMI (441)

Nael (441)
401

Ncol (560)
BstEII (555)
KasI (535) Agel (552) XemI (566)

501 CTGAGATCACCGGTCACCATGGCCATCGCCCACTTGGCCACGGAGTATGTGTTCTC

[ 1I* M A I A HL A TEY V F S

BspLUI11I (676)
601 GGACTTCTTGCTGAAGGAGCCCACCGAGCCCAAGTTCAAGGGGCTGCGACTGGAGCTGGCGGTGGACAAGATGGTCACATGTATTGCCGTGGGTCTACCT
13 D F L L K E P TEU®PIKTFKGL I RILEILAVDI KMVTTCI AVGTLP
BsiBI (732)
BsaBI (732) Asp7181 (742)
BglII (731) Acc651 (742)
701 CTGCTGCTCATCTCGCTGGCCTTCGCTCAGGAGATCTCCATCGGTACCCAGATAAGCTGCTTCTCCCCGAGTTCTTTCTCCTGGCGACAGGCTGCCTTTG
47w L L L I S L AF A QE 1 SI1 GTAQIlI S CFSPSSFSWHZ RIQAATF
BsrGI (822)
801 TGGATTCATACTGCTGGGCTGCTGTACAGCAGAAGAGCTCCCTGCAGAGCGAGTCTGGAAACCTCCCACTGTGGCTGCACAAGTTCTTCCCCTACATCCT
80y D S Y C WA AV Q QK S SL QSESGNULU®PLWTLHIKTFTFPY I L
901 ACTGCTGTTTGCCATACTCCTGTACCTGCCCGCACTCTTCTGGCGCTTCTCTGCAGCTCCACACCTCTGCTCAGACCTGAAGTTTATCATGGAGGAACTT
113» L L F A 1 L LY L P AL F WRTFSAAPHTLTCSDULIKTF I MEEL
Tth111I (1000) XholI (1040)
1001 GACAAAGTCTACAACCGCGCCATCAAGGCTGCCAAGAGTGCTCGAGATTTGGACCTAAGAGACGGACCTGGACCCCCAGGAGTGACTGAGAATGTGGGGC
147 D K VY N R A I K A AKSARUDTLUDTU LU RUDGZPGZPZPG GV TENWVSG
EcoRV (1113)
Eco32I (1113) Scal (1151) BspHI (1187)
1101 AGAGTCTGTGGGAGATATCTGAAAGCCACTTCAAGTACCCAATCGTGGAGCAGTACTTGAAGACAAAAAAGAACTCTAGTCATTTAATCATGAAATACAT
180kQ S L W E I S E S HF KY P I VEQYULIKTIKI KNS SSHTLI MK Y I
NgoMIV (1205)
NgoMI (1205)
Nael (1205)
1201 TAGCTGCCGGCTGGTGACATTTGTGGTTATACTGTTGGCATGTATCTACTTGAGCTATTACTTCAGCCTCTCTTCACTCTCGGACGAGTTTCTGTGCAGC
213 S C R L VT F V V I L LACI YL SY YT FSULSSLSDTETFTLCS
Pvul (1338) Pvull (1378)
1301 ATCAAATCAGGCGTCCTGAAAAATGACAGCACCATCCCCGATCGCTTCCAGTGCAAGCTCATCGCCGTGGGCATCTTCCAGCTGCTCAGCCTCATTAACC
247 | K S G VL K ND S T 1 P DURFQCIKL I AV GI FQUL L S L I N
1401 TCATTGTGTATGCTCTGCTGATTCCCGTGGTCGTCTACACGTTCTTCATCCCATTCCGGCAGAAAACGGACATTCTCAAAGTGTATGAAATCCTGCCCAC
280¥L | VY A L L I PV V VY TTFTF 1l PFRQKTHD I L K VY E Il L P T
1501 CTTCGATGTTCTACATTTCAAGTCTGAAGGCTACAATGACTTGAGCCTCTACAACCTTTTTCTGGAAGAGAACATAAGTGAGCTCAAATCGTACAAGTGT
313 F D VL HF K S E GY NDUL S LY NULTFLEENI S EL K S Y KC
BsiBI (1680)
BsaBI (1680)
1601 CTGAAGGTGCTGGAGAACATTAAAAGCAATGGGCAGGGCATTGACCCCATGCTACTCCTGACAAACCTGGGCATGATTAAGATGGACATCATTGATGGAA
347k L K V L E NI K S NGQGI!1 DPMULILULTNLGMI KMDTI I DG
1701 AAATTCCCACGTCCCTACAGACCAAGGGAGAGGACCAGGGCAGCCAGAGAGTGGAGTTCAAAGATTTGGACCTGAGCAGCGAGGCTGCAGCAAACAATGG
380K I P T S L Q T K G E DQGS QR VETFI KU DTLUDTULSSEAAANNG
Nhel (1859)
1801 GGAGAAGAACTCTCGCCAGAGGCTTCTGAATCCGTCCTGCTAATGGTTTCCTTCTTGAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGG
413 E K N S R Q R L L N P S C e

Hpal (1997)

1901 ACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTT

Mfel (2008) EcoRI (2093)

2001 AACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCT
L -

2101 AAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAAT

2201 GTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAA

Sspl  (2332) Swal (2346)
2301 TGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAG




EcoO01091 (2407)
2401 ATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAG

2501 CTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGT
1414 ¢« N R T Y K L P I L E E I T T K V L KGN NWMTE Il L VF CDZPAYUD
BstXI (2636)
2601 CAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAA
1084 S | L E R CM G C P SV VR I SRDVEUDSTYUZPHRVAVI TODTF
Stul (2771)
Ecold71 (2771)

2701 GTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATC
754 D K Q G NS VASGI AI AEACVTVZRGI YAETILIHVASI I
2801 TCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCT

414E G T K T R I A A GV HHIKNDTETYLMTI I KETAVEUVLTETLTDNAQ
BspHI (2921) Vspl (2979)
XmnI (2913) Asel (2979)
2901 GCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTG
84 Q S I N F T K M - -
3001 GATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGA

Spel (3134)
3101 GTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAA
-

SnaBI (3262)
Ecol05I (3262)
3200 CCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAG

Ndel (3367)
3300 GTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGG

3400 CAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTC

Sdal (3545)Pacl (3553)  BspLUIII (3563)
3500 GTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAA
-

3598 CCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACA

3698 GGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTT

ApaLI (3877)
3798 CGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCA

3898 GCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGC

3998 AGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGC

4098 CAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAG

Pacl (4293)
4198 AAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAA

Eagl (4313)
Swal (4302) Notl (4312)

4298 TTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCA

4398 AAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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