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SnaBI (2606) hCMYV prom

EM7 (h) Bglobin p(A)
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Mfel (1352)
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Stul  (2115) Swal (1690)
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100 Sacl (1951)

InvivoGen



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMI (441)

Nael (441)
401

BspHI (560)
Kasl (535) Agel (552) BglII (581) Xeml (596)
501 CTGAGATCACCGGTCATCATGAGCTGCACCATCGAGAAGATCTTGACGGACGCCAA
> 1#MetSerCysThrlleGluLyslleLeuThrAspAlaLy
BsrBI (610) Eagl (635) SgrAl (670)

601 GACGCTGCTGGAGCGGCTGCGCGAGCACGATGCGGCGGCCGAGTCGCTGGTGGACCAGTCGGCTGCGCTGCACCGGCGGGTGGCGGCGATGCGGGAGGCG
13k sThrLeuLeuGl uArgLeuArgGl uHi sAspAl aAl aAl aGluSer LeuValAspGlnSer Al aAl aLeuHi sArgArgValAl aAl aMetArgGl uAl a
Ppul0l (731)
KasI (700) Nsil  (731) BspLUI11I (749)
701 GGCGCCGTGTTACCCGAGCAGTATCAAGAGGATGCATCCGACGTGAAGGACATGTCTAAATATAAACCTCACATTCTGCTGTCTCAAGAGAATACCCAGA
47k GlyAlaVal LeuProGluGInTyrGlnGl uAspAl aSerAspVal LysAspMetSerLysTyrLysProHisl leLeuLeuSer Gl nGluAsnThrGlnl
BspHI (872)
801 TTAGAGACTTACAGCAGGAAAACAGAGAACTGTGGGTTTCCTTGGAGGAGCACCAGGATGCGTTGGAACTGATCATGAGCAAGTACCGGAAACAGATGTT
80F | eArgAspLeuGl nGI nGl uAsnArgGluLeuTrpVal Ser LeuGl uGl uHi sGl nAspAl aLeuGluLeul | eMetSerLysTyrArgLysGlnMetlLe
Xmnl (934) Clal (985)
901 ACAGTTAATGGTCGCTAAGAAAGCCGTGGATGCCGAACCAGTTCTGAAAGCTCACCAGTCTCACTCTGCAGAGATTGAAAGTCAGATCGATAGAATCTGT
113k uGlnLeuMetValAlalLysLysAlaValAspAlaGluProValLeuLysAl aHisGlnSerHisSerAlaGlulleGluSerGinlleAspArglleCys
Pvull (1075)
1001 GAAATGGGAGCAGTGATGCGGAGAGCTGTTCAGGTGGACGATAACCAATTCTGTAAGGTTCAGGAGAGACTAGCTCAGCTGGAGCTTGAAAATAAGGAAC
147F GluMe tGl yAl aValMe tArgArgAl aVal Gl nVal AspAspAsnGl nPheCysLysVal Gl nGl uArgLeuAl aGl nLeuGl uLeuGl uAsnLysGl uL
Xeml (1175)
1101 TTCGAGAGTTACTGTCCATCAGCAGTGAATCTCTGCAGGTTGGAAAAGAAAGCTCTGTGGCTCCTGCCTCTCAGACCATCAAGTAACTGGACTTCCGAAG
180k euArgGluLeuLeuSer | 1 eSerSer GluSerLeuGlnVal Gl yLysGluSer SerValAlaProAlaSerGInThr|lelLyseeoe
Mscl (1209)
Nhel (1203)
1201 GCTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATG

Hpal (1341) Mrfel (1352)
1301 CTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGT

EcoRI (1437)
1401 TTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTT
- -d

1501 TCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTAT

SspI  (1676) Swal (1690)
1601 TTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATAC

Eco01091 (1751)
1701 ATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAA

1801 GGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAG
1414 eeeAsnArgThr TyrLysLeuProl leLeuGluGlul leThr ThrLysValLeu
Sacl (1951) BstXI (1980)
1901 CTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCC
1234LysGlyAsnMetGlul l eLeuVal PheCysAspProAl aTyrAspSer | lelLeuGluArgCysMetGlyCysProSerValValArglleSerArgAspV
2001 ACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAG
891al GluAspSer TyrProHisArgValAlaVal | | eThrAspPheAspLysGInGlyAsnSerValAlaSerGlylleAlalleAlaGluAlaCysValTh
Stul (2115)
2101 TGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAG
564rVvalArgGlylleTyrAlaGlulleHisValAlaSer|lelleGluGlyThrLysThrArglleAlaAlaGlyValHisHisLysAsnAspGluTyrLeu
BspHI (2265)
Xmnl (2257)
2201 CATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATAC
234MetThr | leLysGluThrAlaVal GluVal LeuGl uLeuAspGl nGlnSer | | eAsnPheThr LysMe t -
Asel (2323) Sacl (2380)
2301 TATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCT TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACC
e




Spel (2478)
2401 TCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCA
-

2500 TTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGA

SnaBI (2606)
2600 TGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGG

Ndel (2711)
2700 GGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTT

Sdal (2889)Pacl (2897)
2800 ACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGT

BspLUL1I (2907)
2899 T AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCA
-

2999 TCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTT

3099 CCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGG

ApaLI (3221)
3199 TCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACA

3299 CGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGC

3399 TACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTG

3499 GTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTG

Eagl (3657)
Pacl (3637) Swal (3646) Notl (3656)
3599 GAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTG

3699 TTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGG
3799 TGCCAGAACATTTCTCTATCGAA
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