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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGAGCCCGCCGGCCCGGCCCCTGGCCGCCTAGGGCC

GCTGCTGCTCTGCCTGCTGCTCTCCGCGTCCTGTTTCTGTACAGGAGCCACGGGGACAGAAGTGAAGGTGACTCAGCCTGAGAAATCAGTGTCTGTTGCT

GCTGGGGATTCGACCATTCTCAACTGCACTGTGACCTCCTTGTTGCCGGTGGGACCCATTAGGTGGTACAGAGGAGTAGGGCAAAGCCGGCTGTTGATCT

ACAGTTTCACAGGAGAACACTTTCCTCGAGTTAGAAATGTTTCAGATACTACTAAGAGAAACAATATGGACTTTTCCATCCGTATCAGTAATGTCACCCC

AGAAGATGCCGGTACCTACTACTGTGTGAAGTTCCAGAGAGGATCATCAGAGCCTGACACAGAAATACAATCTGGAGGGGGAACAGAGGTCTATGTACTC

GCCAAACCTTCTCCACCGGAGGTATCCGGCCCAGCAGACAGGGGCATACCTGACCAGAAAGTGAACTTCACCTGCAAGTCTCATGGCTTCTCTCCCCGGA

ATATCACCCTGAAGTGGTTCAAAGATGGGCAAGAACTCCACCCCTTGGAGACCACCGTGAACCCTAGTGGAAAGAATGTCTCCTACAACATCTCCAGCAC

AGTCAGGGTGGTACTAAACTCCATGGATGTTAATTCTAAGGTCATCTGCGAGGTAGCCCACATCACCTTGGATAGAAGCCCTCTTCGTGGGATTGCTAAC

CTGTCTAACTTCATCCGAGTTTCACCCACCGTGAAGGTCACCCAACAGCCCCCGACATCAATGAACCAGGTGAACCTCACCTGCCGGGCTGAGAGGTTCT

ACCCCGAGGATCTCCAGCTGATCTGGCTGGAGAATGGAAACGTATCACGGAATGACACGCCCAAGAATCTCACAAAGAACACGGATGGGACCTATAATTA

CACAAGCTTGTTCCTGGTGAACTCATCTGCTCATAGAGAGGACGTGGTGTTCACGTGCCAGGTGAAGCACGACCAACAGCCAGCGATCACCCGAAACCAT

ACCGTGCTGGGACTTGCCCACTCGAGTGATCAAGGGAGCATGCAAACCTTCCCTGGTAATAATGCTACCCACAACTGGAATGTCTTCATCGGTGTGGGCG

TGGCGTGTGCTTTGCTCGTAGTCCTGCTGATGGCTGCTCTCTACCTCCTCCGGATCAAACAGAAGAAAGCCAAGGGGTCAACATCTTCCACACGGTTGCA

CGAGCCCGAGAAGAATGCCAGGGAAATAACCCAGATCCAGGACACAAATGACATCAACGACATCACATACGCAGACCTGAATCTGCCCAAAGAGAAGAAG

CCCGCACCCCGGGCCCCTGAGCCTAACAACCACACAGAATATGCAAGCATTGAGACAGGCAAAGTGCCTAGGCCAGAGGATACCCTCACCTATGCTGACC

TGGACATGGTCCACCTCAACCGGGCACAGCCAGCCCCCAAGCCTGAGCCATCTTTCTCAGAGTATGCTAGTGTCCAGGTCCAGAGGAAGTGAATGGGGCT

GTGGTCTGTACGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAAT

TTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTG

TGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTG

AATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATA

TAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAAT

TTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAG

GGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTT

TTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGG

ATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGC

ACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCC

TCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCG

 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   T   

K   V   L   K   G   N   M   E   I   L   V   F   C   D   P   A   Y   D   S   I   L   E   R   C   M   G   C   P   S   V   V   R   I   S

  R   D   V   E   D   S   Y   P   H   R   V   A   V   I   T   D   F   D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E   A  
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 A   G   D   S   T   I   L   N   C   T   V   T   S   L   L   P   V   G   P   I   R   W   Y   R   G   V   G   Q   S   R   L   L   I   

Y   S   F   T   G   E   H   F   P   R   V   R   N   V   S   D   T   T   K   R   N   N   M   D   F   S   I   R   I   S   N   V   T   P
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 A   K   P   S   P   P   E   V   S   G   P   A   D   R   G   I   P   D   Q   K   V   N   F   T   C   K   S   H   G   F   S   P   R   

N   I   T   L   K   W   F   K   D   G   Q   E   L   H   P   L   E   T   T   V   N   P   S   G   K   N   V   S   Y   N   I   S   S   T

  V   R   V   V   L   N   S   M   D   V   N   S   K   V   I   C   E   V   A   H   I   T   L   D   R   S   P   L   R   G   I   A   N  

 L   S   N   F   I   R   V   S   P   T   V   K   V   T   Q   Q   P   P   T   S   M   N   Q   V   N   L   T   C   R   A   E   R   F   

Y   P   E   D   L   Q   L   I   W   L   E   N   G   N   V   S   R   N   D   T   P   K   N   L   T   K   N   T   D   G   T   Y   N   Y

  T   S   L   F   L   V   N   S   S   A   H   R   E   D   V   V   F   T   C   Q   V   K   H   D   Q   Q   P   A   I   T   R   N   H  

 T   V   L   G   L   A   H   S   S   D   Q   G   S   M   Q   T   F   P   G   N   N   A   T   H   N   W   N   V   F   I   G   V   G   

V   A   C   A   L   L   V   V   L   L   M   A   A   L   Y   L   L   R   I   K   Q   K   K   A   K   G   S   T   S   S   T   R   L   H

  E   P   E   K   N   A   R   E   I   T   Q   I   Q   D   T   N   D   I   N   D   I   T   Y   A   D   L   N   L   P   K   E   K   K  

 P   A   P   R   A   P   E   P   N   N   H   T   E   Y   A   S   I   E   T   G   K   V   P   R   P   E   D   T   L   T   Y   A   D   

L   D   M   V   H   L   N   R   A   Q   P   A   P   K   P   E   P   S   F   S   E   Y   A   S   V   Q   V   Q   R   K   •  
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101

201

301

401

501

601

701
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1101
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447
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TATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTA

TATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAA

ACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTA

ATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGT

CAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTAT

TGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCT

GCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGA

CGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCT

CCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGG

TGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGT

AAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAAC

TACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCA

CCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGC

TCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATC

TGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAG
TGCAGGTGCCAGAACATTTCTCTATCGAA
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