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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV  (441)
401
BspLU11I (560)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCAACATGTCAGAGTGGGAGTCCTACTACAAAACTGAGGGCGA
- 1M S E WE S Y Y K TE G E
601 GGAAGAGGAAGAGGAGGAGGAGAGCCCCGACACAGGTGGAGAATATAAATATTCAGGAAGAGATAGCTTGATTTTTCTGGTTGATGCCTCCAGGGCTATG
13 E E E E E E E S P DTGGEY KY S GRDSULI FLVDASZ RAMWM
BsaBI (790)
BstBI (700) BsrGI (764) Pvul (789)

701 TTCGAATCTCAGGGTGAAGATGAACTCACACCTTTTGATATGAGCATCCAGTGTATCCAGAGTGTGTACACCAGTAAGATCATAAGCAGCGATCGGGATC
47" F E S Q G E DEL TPTFDMSI QCI1 QS VYTSI KTl 1 SSDIR RTD
801 TCCTGGCAGTGGTGTTCTATGGAACCGAGAAAGATAAAAATTCAGTGAATTTCAAAAATATTTATGTCTTACAAGATTTGGACAACCCAGGCGCTAAGCG
8oL L AV V F Y G T E KD KNS VNTFIKNI Y VL QDLUDNZPGA KR

Ncol (963)
Xmnl (939) Mscl (960)

901 AGTGCTAGAGCTCGACCAGTTTAAGGGACAACAGGGGAAGAAGCACTTCCGAGACACGGTTGGCCATGGGTCTGACTACTCTTTGAGTGAAGTGCTCTGG
113 Vv L E L D Q F K 6 Q Q G K KHFRDTVSGHSGS SDYSL S E VLW
Ncol (1080)
1001 GTCTGTGCCAACCTCTTCAGCGACGTCCAGCTCAAGATGAGTCACAAGAGGATCATGCTGTTCACCAATGAAGACGACCCCCATGGCCGTGACAGTGCTA
147 V. C A N L F S DV QLIKMSHZ KT RIMLTFTNTETDTDUZPHG GT RDSA
Nsil  (1162)
1101 AAGCCAGCCGGGCCAGGACCAAAGCCAGCGACCTCCGGGACACTGGGATCTTCCTTGACTTGATGCATCTGAAGAAGCCAGGAGGCTTTGATGTATCCGT
180K A S R A R T K A S DULUIRDTSGI FLDILMHLIKI K®PGS GTFDVS YV
1201 GTTCTACAGGGACATCATCACCACCGCTGAGGACGAGGACCTTGGGGTTCACTTCGAGGAGTCAAGCAAGCTGGAAGACCTGCTAAGGAAGGTTCGAGCC
213 F Y R D I I T T A E D E DL G V HFEE S S KL EDULLRK VRA
Scal (1356)
1301 AAGGAGACCAAAAAGCGAGTTCTGTCCAGGTTAAAGTTTAAGCTCGGTGAAGACGTAGTACTCATGGTGGGCATTTATAACTTGGTCCAGAAAGCTAACA
247 K E T K K R VL S R L K F KL GEDVVLMVGI Y NILVQKAN
1401 AGCCTTTTCCAGTGAGACTCTATCGGGAAACAAATGAACCAGTGAAAACCAAGACAAGGACTTTTAATGTAAACACCGGCAGTCTACTCCTGCCTAGTGA
280K P F P V R L Y R E TNZE PV K TIKTRTTFNVNTSGSLLULUPSD
1501 CACCAAGCGGTCTCTGACTTACGGGACACGTCAGATTGTGCTGGAGAAAGAGGAGACAGAGGAGCTGAAGCGGTTTGATGAGCCAGGTTTGATCCTCATG
313 T K R S L TY GTR QI VL EKTETETTETETLIKI RTFUDTEU®PGTLTI L M
Bsu36I (1638)
1601 GGCTTTAAGCCCACGGTGATGCTGAAGAAGCAGCACTACCTGAGGCCCTCTCTGTTCGTGTACCCAGAGGAGTCCCTGGTCAGTGGGAGCTCAACCTTGT
347 G F K P T VML KK QHYLRPSLTFVYUPETESILUVSGS S T.L
Dralll (1713)

Eco47II1 (1702) BstXI (1715)
1701 TCAGCGCTCTGCTCACCAAGTGTGTGGAGAAGAAGGTCATAGCAGTGTGTAGATACACACCCCGGAAGAACGTCTCCCCGTATTTTGTGGCTTTGGTGCC
380F S A L L T K C V E K KV I AV CRY TPRIKNVSZPYFVALVTPE
1801 CCAGGAAGAGGAGCTGGATGATCAGAACATTCAGGTGACTCCAGGAGGCTTCCAGCTTGTCTTCCTCCCTTATGCCGATGACAAGCGGAAGGTGCCCTTT
413 Q E E E L DDQNI QVTU®PGGTF QL V FLPYADTUDT KT RIK VP F
1901 ACTGAGAAGGTGACGGCCAACCAGGAGCAGATAGACAAGATGAAGGCCATTGTTCAAAAGCTCCGCTTCACATACAGGAGCGACAGTTTTGAGAATCCAG
447 T E K V T A N Q E Q I DKMIKAI V. QKULRTFTYIRSDSTFENFP

Pstl (2002) Bglll (2067)
2001 TCCTGCAGCAGCACTTCCGCAACCTGGAGGCCCTAGCTTTGGACATGATGGAGTCGGAGCAAGTGGTAGATCTGACACTACCCAAGGTTGAAGCCATAAA
480V L Q Q H F R NL EALALDMMETSEAOQVVDLTLU®PIKVEAI K
2101 GAAAAGACTGGGTTCCCTGGCAGATGAGTTTAAAGAACTTGTCTATCCTCCAGGTTATAATCCCGAGGGAAAAGTTGCCAAGAGAAAACAAGATGATGAA
513 K R L G S L ADETFIKELVY?PPGYNUPESGIKVAI KT RIKQDDE
2201 GGTTCTACGAGTAAAAAGCCCAAGGTAGAGTTATCAGAAGAAGAGCTGAAGGCCCATTTTCGTAAGGGCACACTGGGTAAGCTCACTGTACCTACACTGA
547 G S T S K K P K V E L S E E E L KA HFIRKGTULGI KLTVPTL

Ndel (2304)
2301 AGGACATATGCAAGGCTCATGGGCTTAAGAGTGGGCCGAAGAAGCAGGAACTGCTAGATGCTCTTATCAGACACTTGGAGAAGAACTGACTAAAGCTCAG
580K D I C K A H G L K S G P K K QE L L DAL 1 R HULE K N e

Mscl (2412)
Nhel (2406)

2401 AAGCCCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTG

Hpal (2544) Mfel (2555)
2501 ATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGA




EcoRI (2640)
2601 GGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCC
- -

2701 TTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTG

Swal (2893)
2801 TATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAA

2901 TACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAAC

3001 AAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGAC
414 ¢« N R T Y K L P I L E E I T T K V
BstXI (3183)
3101 CAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTG
1244 L K G NM E I L VF CDU®PAYDS I L ER CMGT CU®PSV VU R Il SR
3201 TCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGA
94D V E D S Y P HR VA V I T DF DIKIQGNSVASGI A1 A EATCV
Stul (3318)

3301 CAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATA

574 T VR G I YA EI HVAS 1l I EGTI KT RI AAGVHHTEKNDE'Y
BspHI (3468)
Xmnl (3460)

3401 GAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTA

244 L M T | K E T AV E VLETULDAI QQS I NTFTIKM--
Asel (3526)
3501 TACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAG
]

Spel (3681)
3601 ACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTC
-

3700 CCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAG

SnaBI (3809)
3800 CGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAAT

Ndel (3914)
3900 AGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGC

Pstl (4093)
Sdal (4092)
4000 GTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCA

Pacl (4100) BspLULI1I (4110)
4099 GGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACG
e

4198 AGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCC

4298 TGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTG

ApaLl (4424)
4398 TAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAA

4498 GACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTA

4598 CGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACC

4698 GCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTC

Eagl (4860)
Pacl (4840) Swal (4849) NotI (4859)
4798 AGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTG

4898 TGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTG
4998 CAGGTGCCAGAACATTTCTCTATCGAA
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