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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

SphI (560)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCAGCATGCCGGGAAAACTCCGTAGTGACGCTGGTTTGGAATC

- 1M P G K L R S DA GL E S
601 AGACACCGCAATGAAAAAAGGGGAGACACTGCGAAAGCAAACCGAGGAGAAAGAGAAAAAAGAGAAGCCAAAATCTGATAAGACTGAAGAGATAGCAGAA
13 DT AMIK K GETLR RIKQTTETEIKTEIKI KTEIK®PIKSDIKTETE I AE

701 GAGGAAGAAACTGTTTTCCCCAAAGCTAAACAAGTTAAAAAGAAAGCAGAGCCTTCTGAAGTTGACATGAATTCTCCTAAATCCAAAAAGGCAAAAAAGA
47 E E E T V F P K A K Q VX KK AEUP S EV DMNSZSP K S K KA KK
801 AAGAGGAGCCATCTCAAAATGACATTTCTCCTAAAACCAAAAGTTTGAGAAAGAAAAAGGAGCCCATTGAAAAGAAAGTGGTTTCTTCTAAAACCAAAAA
80K E E P S Q ND I S P KT K S L R KK KEUP I E KKV VS S K TK K
901 AGTGACAAAAAATGAGGAGCCTTCTGAGGAAGAAATAGATGCTCCTAAGCCCAAGAAGATGAAGAAAGAAAAGGAAATGAATGGAGAAACTAGAGAGAAA
113 v T K N E E P S E E E I DA P K P K KMIKKEI KT EWMNSGTETR R E K
1001 AGCCCCAAACTGAAGAATGGATTTCCTCATCCTGAACCGGACTGTAACCCCAGTGAAGCTGCCAGTGAAGAAAGTAACAGTGAGATAGAGCAGGAAATAC
147 S P K L K NG F P HPEPDTU CNUPSEAASTETETSNSTE I E Q E I
1101 CTGTGGAACAAAAAGAAGGCGCTTTCTCTAATTTTCCCATATCTGAAGAAACTATTAAACTTCTCAAAGGCCGAGGAGTGACCTTCCTATTTCCTATACA
180kP V E Q K E G A F S NF P I S EETI KL L KGRGVTTFILTFZPI Q
Xmnl (1266)
1201 AGCAAAGACATTCCATCATGTTTACAGCGGGAAGGACTTAATTGCACAGGCACGGACAGGAACTGGGAAGACATTCTCCTTTGCCATCCCTTTGATTGAG
213 A K T F HH VY S GKDULI A QARTSGTGIKTTFSFA 1 P L I E
1301 AAACTTCATGGGGAACTGCAAGACAGGAAGAGAGGCCGTGCCCCTCAGGTACTGGTTCTTGCACCTACAAGAGAGTTGGCAAATCAAGTAAGCAAAGACT
247k K L H G E L Q DR KU RGRAPOQVLVLAPTIR REILANA QVS KD
EcoRV (1489)
BsaBI (1485)
1401 TCAGTGACATCACAAAAAAGCTGTCAGTGGCTTGTTTTTATGGTGGAACTCCCTATGGAGGTCAATTTGAACGCATGAGGAATGGGATTGATATCCTGGT
280kF S D I T K K L S VACTFYGGTU®PYGGQQFEIRMRNGI DI L V
Xeml (1524) BglII (1545)
1501 TGGAACACCAGGTCGTATCAAAGACCACATACAGAATGGCAAACTAGATCTCACCAAACTTAAGCATGTTGTCCTGGATGAAGTGGACCAGATGTTGGAT
313 G T P G R I K DHI QNGKULDTULTI KTULIKMHVYVVLDEVDAQMTLD
1601 ATGGGATTTGCTGATCAAGTGGAAGAGATTTTAAGTGTGGCATACAAGAAAGATTCTGAAGACAATCCCCAAACATTGCTTTTTTCTGCAACTTGCCCTC
347 M G F A D QV E E I L SVAYKIKWDSET DNZPAO QTLILTFSATTCTE®P
Ndel (1739)
1701 ATTGGGTATTTAATGTTGCCAAGAAATACATGAAATCTACATATGAACAGGTGGACCTGATTGGTAAAAAGACTCAGAAAACGGCAATAACTGTGGAGCA
380kH W V F NV A K K Y M K S T Y EQVDULI GKIKTQKTAI T VEH
1801 TCTGGCTATTAAGTGCCACTGGACTCAGAGGGCAGCAGTTATTGGGGATGTCATCCGAGTATATAGTGGTCATCAAGGACGCACTATCATCTTTTGTGAA
413 L A I K C HWT QURAAV I GDV I RVY SGHAQGRTI I F CE
1901 ACCAAGAAAGAAGCCCAGGAGCTGTCCCAGAATTCAGCTATAAAGCAGGATGCTCAGTCCTTGCATGGAGACATTCCACAGAAGCAAAGGGAAATCACCC
447 T K K E A Q E L S Q NS A1 KQDAQSULHGDI I P QK QRE I T
BbrPI (2054)
2001 TGAAAGGTTTTAGAAATGGTAGTTTTGGAGTTTTGGTGGCAACCAATGTTGCTGCACGTGGGTTAGACATCCCTGAGGTTGATTTGGTTATACAAAGCTC
480¥L K G F R NG S F G VLVATNVAARTGLT DI PEUVDTLUVI QS S
Clal (2129)
2101 TCCACCAAAGGATGTAGAGTCCTACATTCATCGATCCGGGCGGACAGGCAGAGCTGGAAGGACGGGGGTGTGCATCTGCTTTTATCAGCACAAGGAAGAA
513 P P K DV E S Y I HR S GR T GRAGRTG GV CI CF Y QHK E E
HindIII (2279) Xeml (2297)
2201 TATCAGTTAGTACAAGTGGAGCAAAAAGCGGGAATTAAGTTCAAACGAATAGGTGTTCCTTCTGCAACAGAAATAATAAAAGCTTCCAGCAAAGATGCCA
547 Y Q L V. Q VE Q K A G I K F KR I GV P SATTE I I KASSKDA
2301 TCAGGCTTTTGGATTCCGTGCCTCCCACTGCCATTAGTCACTTCAAACAATCAGCTGAGAAGCTGATAGAGGAGAAGGGAGCTGTGGAAGCTCTGGCAGC
580k R L L D S VPP TAI SHTFKQSATEIZKTILT'I EEIKTGAVEATLANA
Ecod7II1 (2438)
Afel (2438)
2401 AGCACTGGCCCATATTTCAGGTGCCACGTCCGTAGACCAGCGCTCCTTGATCAACTCAAATGTGGGTTTTGTGACCATGATCTTGCAGTGCTCAATTGAA
613 A L A H I S GA T S VD QR SULI NSNWVGFUVTMI L QCS I E
Sspl (2506)
2501 ATGCCAAATATTAGTTATGCTTGGAAAGAACTTAAAGAGCAGCTGGGCGAGGAGATTGATTCCAAAGTGAAGGGAATGGTTTTTCTCAAAGGAAAGCTGG
647 M P N I S Y A W K E L K E QL GE E Il DS K VK GMVTF L K G K L
Mscl (2681)
2601 GTGTTTGCTTTGATGTACCTACCGCATCAGTAACAGAAATACAGGAGAAATGGCATGATTCACGACGCTGGCAGCTCTCTGTGGCCACAGAGCAACCAGA
680G V C F D VP T A S V T E I Q E KWHD SRR RWAQL SV ATTE QP E
2701 ACTGGAAGGACCACGGGAAGGATATGGAGGCTTCAGGGGACAGCGGGAAGGCAGTCGAGGCTTCAGGGGACAGCGGGACGGAAACAGAAGATTCAGAGGA
713 L E G P R EGY G GFR GQRTES GSU RGTFRGOQRDGNR RT RTFRTGE



2801 CAGCGGGAAGGCAGTAGAGGCCCGAGAGGACAGCGATCAGGAGGTGGCAACAAAAGTAACAGATCCCAAAACAAAGGCCAGAAGCGGAGTTTCAGTAAAG
747 Q R E G S R G P R G QR S GGG NI KSNWZ RSQNZ KU GQKR R S F S K
Mscl (2920)
Nhel (2914)
2901 CATTTGGTCAATAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGA
780FA F G Q o

Hpal (3052)
3001 AATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAG

3101 GTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTAC
e

3201 TTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAG

Sspl (3387)
3301 ATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAAT

Swal (3401) EcoO1091 (3462)
3401 AATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACT

3501 TAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTG
4+414 « N R T Y K L P I L E E | T
Sacl (3662) BstXI (3691)
3601 GTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGA
1264T K VL K G NM E I L VF CDZPAYUDSI1ILETRT CMSGT C®PSV VR R
3701 TGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTC
934 S R DV E D S Y P HR VAV I TDFWDJI KU QGNSUVASGI A I AE
Stul (3826)
3801 AGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTG
6ed A C V T VR G I YA E 1T HVASI1T 1 EGTJIKTHR RI AAGVHHKN
Xmnl (3968)
3901 TCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAG

264D E Y L M T I K E T A V E VLELDI QQS I NTFTIKM -
Asel (4034) Sacl (4091)
4001 TCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGC
e

Spel (4189)
4101 TTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAA
-

4201 CAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATG

SnaBI (4317)
4301 GTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGA

Ndel (4422)
4401 CGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCC

4501 TATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACG

Pacl (4608)
Pstl (4601)
Sdal (4600) pLU11I (4618)
4601 CCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCC
e

4701 TGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGC

4801 TCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTT

ApaLl (4932)
4901 CGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCC

5001 GGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCT

5101 AACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAA

5201 CCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGA

Eagl (5368)
Pacl (5348) Swal (5357) Notl (5367)
5301 CGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTAC

5401 ATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGC
5501 AAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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