
14A31v35

175

pUNO1-hERBB2
(6965 bp)BsrS2

SV40 p(A)

(h) ßglobin p(A)

pMB1 ori

hCMV enh

hCMV prom
EM7

hEF1-HTLV prom

human c-erbB2 (CD340)

SgfI (6)
PvuI (7)

MfeI (82)
Psp1406I (203)

HindIII (245)
Bsu36I (291)

AgeI (552)
NcoI (560)

SdaI (780)
EcoRV (787)

StuI (966)
Bsp119I (986)

BstBI (986)
BglII (1001)

Bst1107I (1425)

BglII (1667)
SandI (1709)

BbsI (1831)

DraIII (1993)

DraIII (2136)
ScaI (2196)

SphI (2425)

BsaBI (2577)
BspEI (2606)

BsaBI (2694)

NdeI (2900)
Tth111I (2983)

SacII (3000)
SgrAI (3247)

XmaI (3344)
SandI (3503)

Eco47III (3512)
Acc65I (3633)

XmaI (3669)

ScaI (4145)

NheI (4347)
HpaI (4485)
MfeI (4496)

SapI (4763)
SspI (4820)

SwaI (4834)

SacI (5095)

StuI (5259)

XmnI (5401)
BbsI (5405)

AseI (5467)
SacI (5524)

SpeI (5622)

SnaBI (5750)
NdeI (5855)

SdaI (6033)
PacI (6041)

BspLU11I (6051)

PacI (6781)
SwaI (6790)

NotI (6800)
EagI (6801)



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGAGCTGGCGGCCTTGTGCCGCTGGGGGCTCCTCCT

CGCCCTCTTGCCCCCCGGAGCCGCGAGCACCCAAGTGTGCACCGGCACAGACATGAAGCTGCGGCTCCCTGCCAGTCCCGAGACCCACCTGGACATGCTC

CGCCACCTCTACCAGGGCTGCCAGGTGGTGCAGGGAAACCTGGAACTCACCTACCTGCCCACCAATGCCAGCCTGTCCTTCCTGCAGGATATCCAGGAGG

TGCAGGGCTACGTGCTCATCGCTCACAACCAAGTGAGGCAGGTCCCACTGCAGAGGCTGCGGATTGTGCGAGGCACCCAGCTCTTTGAGGACAACTATGC

CCTGGCCGTGCTAGACAATGGAGACCCGCTGAACAATACCACCCCTGTCACAGGGGCCTCCCCAGGAGGCCTGCGGGAGCTGCAGCTTCGAAGCCTCACA

GAGATCTTGAAAGGAGGGGTCTTGATCCAGCGGAACCCCCAGCTCTGCTACCAGGACACGATTTTGTGGAAGGACATCTTCCACAAGAACAACCAGCTGG

CTCTCACACTGATAGACACCAACCGCTCTCGGGCCTGCCACCCCTGTTCTCCGATGTGTAAGGGCTCCCGCTGCTGGGGAGAGAGTTCTGAGGATTGTCA

GAGCCTGACGCGCACTGTCTGTGCCGGTGGCTGTGCCCGCTGCAAGGGGCCACTGCCCACTGACTGCTGCCATGAGCAGTGTGCTGCCGGCTGCACGGGC

CCCAAGCACTCTGACTGCCTGGCCTGCCTCCACTTCAACCACAGTGGCATCTGTGAGCTGCACTGCCCAGCCCTGGTCACCTACAACACAGACACGTTTG

AGTCCATGCCCAATCCCGAGGGCCGGTATACATTCGGCGCCAGCTGTGTGACTGCCTGTCCCTACAACTACCTTTCTACGGACGTGGGATCCTGCACCCT

CGTCTGCCCCCTGCACAACCAAGAGGTGACAGCAGAGGATGGAACACAGCGGTGTGAGAAGTGCAGCAAGCCCTGTGCCCGAGTGTGCTATGGTCTGGGC

ATGGAGCACTTGCGAGAGGTGAGGGCAGTTACCAGTGCCAATATCCAGGAGTTTGCTGGCTGCAAGAAGATCTTTGGGAGCCTGGCATTTCTGCCGGAGA

GCTTTGATGGGGACCCAGCCTCCAACACTGCCCCGCTCCAGCCAGAGCAGCTCCAAGTGTTTGAGACTCTGGAAGAGATCACAGGTTACCTATACATCTC

AGCATGGCCGGACAGCCTGCCTGACCTCAGCGTCTTCCAGAACCTGCAAGTAATCCGGGGACGAATTCTGCACAATGGCGCCTACTCGCTGACCCTGCAA

GGGCTGGGCATCAGCTGGCTGGGGCTGCGCTCACTGAGGGAACTGGGCAGTGGACTGGCCCTCATCCACCATAACACCCACCTCTGCTTCGTGCACACGG

TGCCCTGGGACCAGCTCTTTCGGAACCCGCACCAAGCTCTGCTCCACACTGCCAACCGGCCAGAGGACGAGTGTGTGGGCGAGGGCCTGGCCTGCCACCA

GCTGTGCGCCCGAGGGCACTGCTGGGGTCCAGGGCCCACCCAGTGTGTCAACTGCAGCCAGTTCCTTCGGGGCCAGGAGTGCGTGGAGGAATGCCGAGTA

CTGCAGGGGCTCCCCAGGGAGTATGTGAATGCCAGGCACTGTTTGCCGTGCCACCCTGAGTGTCAGCCCCAGAATGGCTCAGTGACCTGTTTTGGACCGG

AGGCTGACCAGTGTGTGGCCTGTGCCCACTATAAGGACCCTCCCTTCTGCGTGGCCCGCTGCCCCAGCGGTGTGAAACCTGACCTCTCCTACATGCCCAT

CTGGAAGTTTCCAGATGAGGAGGGCGCATGCCAGCCTTGCCCCATCAACTGCACCCACTCCTGTGTGGACCTGGATGACAAGGGCTGCCCCGCCGAGCAG

AGAGCCAGCCCTCTGACGTCCATCGTCTCTGCGGTGGTTGGCATTCTGCTGGTCGTGGTCTTGGGGGTGGTCTTTGGGATCCTCATCAAGCGACGGCAGC

AGAAGATCCGGAAGTACACGATGCGGAGACTGCTGCAGGAAACGGAGCTGGTGGAGCCGCTGACACCTAGCGGAGCGATGCCCAACCAGGCGCAGATGCG

GATCCTGAAAGAGACGGAGCTGAGGAAGGTGAAGGTGCTTGGATCTGGCGCTTTTGGCACAGTCTACAAGGGCATCTGGATCCCTGATGGGGAGAATGTG

 M  E   L   A   A   L   C   R   W  G  L   L   L

  A   L   L   P   P   G  A   A   S   T   Q  V  C  T   G  T   D  M  K  L   R   L   P   A   S   P   E   T   H  L   D  M  L  

 R   H  L   Y   Q  G  C  Q  V  V  Q  G  N  L   E   L   T   Y   L   P   T   N  A   S   L   S   F   L   Q  D  I   Q  E   

V  Q  G  Y   V  L   I   A   H  N  Q  V  R   Q  V  P   L   Q  R   L   R   I   V  R   G  T   Q  L   F   E   D  N  Y   A

  L   A   V  L   D  N  G  D  P   L   N  N  T   T   P   V  T   G  A   S   P   G  G  L   R   E   L   Q  L   R   S   L   T  

 E   I   L   K  G  G  V  L   I   Q  R   N  P   Q  L   C   Y   Q  D  T   I   L   W  K  D  I   F   H  K  N  N  Q  L   

A   L   T   L   I   D  T   N  R   S   R   A   C  H  P   C   S   P   M  C  K  G  S   R   C   W  G  E   S   S   E   D  C  Q

  S   L   T   R   T   V  C  A   G  G  C  A   R   C   K  G  P   L   P   T   D  C  C  H  E   Q  C  A   A   G  C  T   G 

 P   K  H  S   D  C  L   A   C  L   H  F   N  H  S   G  I   C   E   L   H  C  P   A   L   V  T   Y   N  T   D  T   F   

E   S   M  P   N  P   E   G  R   Y   T   F   G  A   S   C   V  T   A   C  P   Y   N  Y   L   S   T   D  V  G  S   C   T   L

  V  C  P   L   H  N  Q  E   V  T   A   E   D  G  T   Q  R   C   E   K  C  S   K  P   C   A   R   V  C  Y   G  L   G 

 M  E   H  L   R   E   V  R   A   V  T   S   A   N  I   Q  E   F   A   G  C  K  K  I   F   G  S   L   A   F   L   P   E   

S   F   D  G  D  P   A   S   N  T   A   P   L   Q  P   E   Q  L   Q  V  F   E   T   L   E   E   I   T   G  Y   L   Y   I   S

  A   W  P   D  S   L   P   D  L   S   V  F   Q  N  L   Q  V  I   R   G  R   I   L   H  N  G  A   Y   S   L   T   L   Q 

 G  L   G  I   S   W  L   G  L   R   S   L   R   E   L   G  S   G  L   A   L   I   H  H  N  T   H  L   C   F   V  H  T   

V  P   W  D  Q  L   F   R   N  P   H  Q  A   L   L   H  T   A   N  R   P   E   D  E   C   V  G  E   G  L   A   C  H  Q

  L   C   A   R   G  H  C  W  G  P   G  P   T   Q  C  V  N  C  S   Q  F   L   R   G  Q  E   C   V  E   E   C   R   V 

 L   Q  G  L   P   R   E   Y   V  N  A   R   H  C  L   P   C   H  P   E   C   Q  P   Q  N  G  S   V  T   C  F   G  P   

E   A   D  Q  C  V  A   C  A   H  Y   K  D  P   P   F   C   V  A   R   C   P   S   G  V  K  P   D  L   S   Y   M  P   I

  W  K  F   P   D  E   E   G  A   C  Q  P   C   P   I   N  C  T   H  S   C   V  D  L   D  D  K  G  C  P   A   E   Q 

 R   A   S   P   L   T   S   I   V  S   A   V  V  G  I   L   L   V  V  V  L   G  V  V  F   G  I   L   I   K  R   R   Q  

Q  K  I   R   K  Y   T   M  R   R   L   L   Q  E   T   E   L   V  E   P   L   T   P   S   G  A   M  P   N  Q  A   Q  M  R

  I   L   K  E   T   E   L   R   K  V  K  V  L   G  S   G  A   F   G  T   V  Y   K  G  I   W  I   P   D  G  E   N  V 

SgfI (6)
PvuI (7)

MfeI (82)

Psp1406I (203) HindIII (245) Bsu36I (291)

AgeI (552)
NcoI (560)

SdaI (780) EcoRV (787)

StuI (966) Bsp119I (986)
BstBI (986)

BglII (1001)

Bst1107I (1425)

BglII (1667)

SandI (1709)

BbsI (1831)

DraIII (1993)

DraIII (2136) ScaI (2196)

SphI (2425)

BsaBI (2577)

BspEI (2606) BsaBI (2694)

1

101

201
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401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

2401

2501

2601

2701

1

13

47

80

113

147

180

213

247

280

313

347

380

413

447

480

513

547

580

613

647

680

713



AAAATTCCAGTGGCCATCAAAGTGTTGAGGGAAAACACATCCCCCAAAGCCAACAAAGAAATCTTAGACGAAGCATACGTGATGGCTGGTGTGGGCTCCC

CATATGTCTCCCGCCTTCTGGGCATCTGCCTGACATCCACGGTGCAGCTGGTGACACAGCTTATGCCCTATGGCTGCCTCTTAGACCATGTCCGGGAAAA

CCGCGGACGCCTGGGCTCCCAGGACCTGCTGAACTGGTGTATGCAGATTGCCAAGGGGATGAGCTACCTGGAGGATGTGCGGCTCGTACACAGGGACTTG

GCCGCTCGGAACGTGCTGGTCAAGAGTCCCAACCATGTCAAAATTACAGACTTCGGGCTGGCTCGGCTGCTGGACATTGACGAGACAGAGTACCATGCAG

ATGGGGGCAAGGTGCCCATCAAGTGGATGGCGCTGGAGTCCATTCTCCGCCGGCGGTTCACCCACCAGAGTGATGTGTGGAGTTATGGTGTGACTGTGTG

GGAGCTGATGACTTTTGGGGCCAAACCTTACGATGGGATCCCAGCCCGGGAGATCCCTGACCTGCTGGAAAAGGGGGAGCGGCTGCCCCAGCCCCCCATC

TGCACCATTGATGTCTACATGATCATGGTCAAATGTTGGATGATTGACTCTGAATGTCGGCCAAGATTCCGGGAGTTGGTGTCTGAATTCTCCCGCATGG

CCAGGGACCCCCAGCGCTTTGTGGTCATCCAGAATGAGGACTTGGGCCCAGCCAGTCCCTTGGACAGCACCTTCTACCGCTCACTGCTGGAGGACGATGA

CATGGGGGACCTGGTGGATGCTGAGGAGTATCTGGTACCCCAGCAGGGCTTCTTCTGTCCAGACCCTGCCCCGGGCGCTGGGGGCATGGTCCACCACAGG

CACCGCAGCTCATCTACCAGGAGTGGCGGTGGGGACCTGACACTAGGGCTGGAGCCCTCTGAAGAGGAGGCCCCCAGGTCTCCACTGGCACCCTCCGAAG

GGGCTGGCTCCGATGTATTTGATGGTGACCTGGGAATGGGGGCAGCCAAGGGGCTGCAAAGCCTCCCCACACATGACCCCAGCCCTCTACAGCGGTACAG

TGAGGACCCCACAGTACCCCTGCCCTCTGAGACTGATGGCTACGTTGCCCCCCTGACCTGCAGCCCCCAGCCTGAATATGTGAACCAGCCAGATGTTCGG

CCCCAGCCCCCTTCGCCCCGAGAGGGCCCTCTGCCTGCTGCCCGACCTGCTGGTGCCACTCTGGAAAGGCCCAAGACTCTCTCCCCAGGGAAGAATGGGG

TCGTCAAAGACGTTTTTGCCTTTGGGGGTGCCGTGGAGAACCCCGAGTACTTGACACCCCAGGGAGGAGCTGCCCCTCAGCCCCACCCTCCTCCTGCCTT

CAGCCCAGCCTTCGACAACCTCTATTACTGGGACCAGGACCCACCAGAGCGGGGGGCTCCACCCAGCACCTTCAAAGGGACACCTACGGCAGAGAACCCA

GAGTACCTGGGTCTGGACGTGCCAGTGTGAACCAGAAGGCCAAGTCCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAAC

TAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAAT

TGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCAT

AGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTG

TTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTC

CCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCC

CTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTG

GTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCT

CTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCC

GTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTG

GTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGT

TGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCC

AGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACA

TTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGC

 •  N  R   

T   Y   K  L   P   I   L   E   E   I   T   T   K  V  L   K  G  N  M  E   I   L   V  F   C   D  P   A   Y   D  S   I   L   E

  R   C   M  G  C  P   S   V  V  R   I   S   R   D  V  E   D  S   Y   P   H  R   V  A   V  I   T   D  F   D  K  Q  G 

 N  S   V  A   S   G  I   A   I   A   E   A   C  V  T   V  R   G  I   Y   A   E   I   H  V  A   S   I   I   E   G  T   K  

T   R   I   A   A   G  V  H  H  K  N  D  E   Y   L   M  T   I   K  E   T   A   V  E   V  L   E   L   D  Q  Q  S   I   N

  F   T   K  M 

 K  I   P   V  A   I   K  V  L   R   E   N  T   S   P   K  A   N  K  E   I   L   D  E   A   Y   V  M  A   G  V  G  S   

P   Y   V  S   R   L   L   G  I   C   L   T   S   T   V  Q  L   V  T   Q  L   M  P   Y   G  C  L   L   D  H  V  R   E   N

  R   G  R   L   G  S   Q  D  L   L   N  W  C  M  Q  I   A   K  G  M  S   Y   L   E   D  V  R   L   V  H  R   D  L  

 A   A   R   N  V  L   V  K  S   P   N  H  V  K  I   T   D  F   G  L   A   R   L   L   D  I   D  E   T   E   Y   H  A   

D  G  G  K  V  P   I   K  W  M  A   L   E   S   I   L   R   R   R   F   T   H  Q  S   D  V  W  S   Y   G  V  T   V  W

  E   L   M  T   F   G  A   K  P   Y   D  G  I   P   A   R   E   I   P   D  L   L   E   K  G  E   R   L   P   Q  P   P   I  

 C   T   I   D  V  Y   M  I   M  V  K  C  W  M  I   D  S   E   C   R   P   R   F   R   E   L   V  S   E   F   S   R   M  

A   R   D  P   Q  R   F   V  V  I   Q  N  E   D  L   G  P   A   S   P   L   D  S   T   F   Y   R   S   L   L   E   D  D  D

  M  G  D  L   V  D  A   E   E   Y   L   V  P   Q  Q  G  F   F   C   P   D  P   A   P   G  A   G  G  M  V  H  H  R  

 H  R   S   S   S   T   R   S   G  G  G  D  L   T   L   G  L   E   P   S   E   E   E   A   P   R   S   P   L   A   P   S   E   

G  A   G  S   D  V  F   D  G  D  L   G  M  G  A   A   K  G  L   Q  S   L   P   T   H  D  P   S   P   L   Q  R   Y   S

  E   D  P   T   V  P   L   P   S   E   T   D  G  Y   V  A   P   L   T   C   S   P   Q  P   E   Y   V  N  Q  P   D  V  R  

 P   Q  P   P   S   P  R   E   G  P   L   P   A   A   R   P   A   G  A   T   L   E   R   P   K  T   L   S   P   G  K  N  G  

V  V  K  D  V  F   A   F   G  G  A   V  E   N  P   E   Y   L   T   P   Q  G  G  A   A   P   Q  P   H  P   P   P   A   F

  S   P   A   F   D  N  L   Y   Y   W  D  Q  D  P   P   E   R   G  A   P   P   S   T   F   K  G  T   P   T   A   E   N  P  

 E   Y   L   G  L   D  V  P   V  • 

NdeI (2900) Tth111I (2983)

SacII (3000)

SgrAI (3247)

XmaI (3344)

SandI (3503) Eco47III (3512)

Acc65I (3633) XmaI (3669)

ScaI (4145)

NheI (4347)

HpaI (4485) MfeI (4496)

SapI (4763)

SspI (4820) SwaI (4834)

SacI (5095)

StuI (5259)

XmnI (5401)
BbsI (5405)

AseI (5467)

SacI (5524)

SpeI (5622)

2801

2901

3001

3101

3201

3301

3401

3501

3601

3701

3801

3901

4001

4101

4201

4301

4401

4501

4601

4701

4801

4901

5001

5101

5201

5301

5401

5501

5601

141

137

104

71

37

4

747

780

813

847

880

913

947

980

1013

1047

1080

1113

1147

1180

1213

1247



CCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGG

CATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAA

ATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAG

CCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGC

GTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATAC

CAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGC

TTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGC

CTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTA

GGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAA

AAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCA

AGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC A

GCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACA
AAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

SnaBI (5750)

NdeI (5855)

SdaI (6033) PacI (6041) BspLU11I (6051)

PacI (6781) SwaI (6790)

NotI (6800)
EagI (6801)

5701

5801

5901

6001

6101

6201

6301

6401

6501

6601

6701

6801
6901
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