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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) HindIII (245) Bsu36l1 (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
Agel (552)
501 CTGAGATCACCGGTAGGAGGGCCACCATGGGGGCCGCACGCAGCCCGCCGTCCGCT
- 1M G A A R S P P S A

601 GTCCCGGGGCCCCTGCTGGGGCTGCTCCTGCTGCTCCTGGGCGTGCTGGCCCCGGGTGGCGCCTCCCTGCGACTCCTGGACCACCGGGCGCTGGTCTGCT
11 VP G P L L GL L L L LLGVLAPGGASTULA RLTULUDUHRATLWVC
701 CCCAGCCGGGGCTAAACTGCACGGTCAAGAATAGTACCTGCCTGGATGACAGCTGGATTCACCCTCGAAACCTGACCCCCTCCTCCCCAAAGGACCTGCA

44¢S Q P G L NCTVKNSTCLDUDSWI HPRNLTW®PSSPIKUDTLAQ
Xhol (894)
801 GATCCAGCTGCACTTTGCCCACACCCAACAAGGAGACCTGTTCCCCGTGGCTCACATCGAATGGACACTGCAGACAGACGCCAGCATCCTGTACCTCGAG
77*. 1 Q L HF AHTOQQGDUL F®PVAWHI EWTULIQTUDAS I L Y L E

Pspl4061 (937)
901 GGTGCAGAGTTATCTGTCCTGCAGCTGAACACCAATGAACGTTTGTGCGTCAGGTTTGAGTTTCTGTCCAAACTGAGGCATCACCACAGGCGGTGGCGTT
111 G A E L S V L Q L NT N E R L CV R FETFILS KLU RHUHUHR RTR RMWR R

BstEII (1043) SandI (1081)

1001 TTACCTTCAGCCACTTTGTGGTTGACCCTGACCAGGAATATGAGGTGACCGTTCACCACCTGCCCAAGCCCATCCCTGATGGGGACCCAAACCACCAGTC

144 F T F S HF VVDPUDA QETYTEVTVHUHTLTPIKTPIPDGDTPNUHTAGQS
BStEII (1142)  Nsil (1154) SandI (1177)

1101 CAAGAATTTCCTTGTGCCTGACTGTGAGCACGCCAGGATGAAGGTAACCACGCCATGCATGAGCTCAGGCAGCCTGTGGGACCCCAACATCACCGTGGAG
177 K N F L VP D CEHARMEKVYVTTPOCMSSGSLWDTZPNI TVE

1201 ACCCTGGAGGCCCACCAGCTGCGTGTGAGCTTCACCCTGTGGAACGAATCTACCCATTACCAGATCCTGCTGACCAGTTTTCCGCACATGGAGAACCACA
211 T L E A H QL RV S F TLWNTESTHYO QI LLTSTFZPHMENH

1301 GTTGCTTTGAGCACATGCACCACATACCTGCGCCCAGACCAGAAGAGTTCCACCAGCGATCCAACGTCACACTCACTCTACGCAACCTTAAAGGGTGCTG
244¥S C F E HM HH 1 PAPRUPETETFH QRS SNVTLTLRNLTEKTGT CTC

1401 TCGCCACCAAGTGCAGATCCAGCCCTTCTTCAGCAGCTGCCTCAATGACTGCCTCAGACACTCCGCGACTGTTTCCTGCCCAGAAATGCCAGACACTCCA
277 R H Q VQ | Q P F F S SCLNUDT CLU RHSATVST CPEMZPTUDTUP

BspEI (1508)
Xmnl (1500) BstXI (1555)

1501 GAACCAATTCCGGACTACATGCCCCTGTGGGTGTACTGGTTCATCACGGGCATCTCCATCCTGCTGGTGGGCTCCGTCATCCTGCTCATCGTCTGCATGA
311k E P | P D YM P LWV YWTFI TGI S I LLVGSV I LLTI VCM

Nhel (1607)

1601 CCTGGAGGCTAGCTGGGCCTGGAAGTGAAAAATACAGTGATGACACCAAATACACCGATGGCCTGCCTGCGGCTGACCTGATCCCCCCACCGCTGAAGCC

344kT W R L A GP G S EKY SDDTJ KYTDGLTZPAADTLTIPUPZPTLK@P
Tth1111 (1746)

1701 CAGGAAGGTCTGGATCATCTACTCAGCCGACCACCCCCTCTACGTGGACGTGGTCCTGAAATTCGCCCAGTTCCTGCTCACCGCCTGCGGCACGGAAGTG
377 R K VW I | Y S A DHZPULY VDVVLI KTFAQFTULTLTATCGTE V
BspHI (1843)

1801 GCCCTGGACCTGCTGGAAGAGCAGGCCATCTCGGAGGCAGGAGTCATGACCTGGGTGGGCCGTCAGAAGCAGGAGATGGTGGAGAGCAACTCTAAGATCA
411 A L D L L E E Q A I S EAGVMTMWVGRI QKU QEMVESNS K I

BssHIT (1922)

1901 TCGTCCTGTGCTCCCGCGGCACGCGCGCCAAGTGGCAGGCGCTCCTGGGCCGGGGGGCGCCTGTGCGGCTGCGCTGCGACCACGGAAAGCCCGTGGGGGA

444r] V L C S R G T R A KW QALULTGRGAZPVR RILTZ RTCDUHTGT KTPVGTD
SnaBI (2064)

2001 CCTGTTCACTGCAGCCATGAACATGATCCTCCCGGACTTCAAGAGGCCAGCCTGCTTCGGCACCTACGTAGTCTGCTACTTCAGCGAGGTCAGCTGTGAC
477* L F T A AMNMI L PODTFI K RZPACTFSGTYVVCYTFSEUVSTCTD
BsrBI (2139)

Acc651 (2134)

2101 GGCGACGTCCCCGACCTGTTCGGCGCGGCGCCGCGGTACCCGCTCATGGACAGGTTCGAGGAGGTGTACTTCCGCATCCAGGACCTGGAGATGTTCCAGC

511 G D V P D L F G A AP R Y PLMUDT RTFTETEVYTFRI QDLTEMTFNAQ
Sphl  (2206) Srfl (2251)

2201 CGGGCCGCATGCACCGCGTAGGGGAGCTGTCGGGGGACAACTACCTGCGGAGCCCGGGCGGCAGGCAGCTCCGCGCCGCCCTGGACAGGTTCCGGGACTG

544 P G R M H R V G E L S G DNY LR SPGGRI QLU RAATLT DT RTFEFR RDW
BstBI (2322)

2301 GCAGGTCCGCTGTCCCGACTGGTTCGAATGTGAGAACCTCTACTCAGCAGATGACCAGGATGCCCCGTCCCTGGACGAAGAGGTGTTTGAGGAGCCACTG

577/ Q VR C P DWF E CENLY SADUDT QDA AZPSILUDTETEVTFETEFPL
SFil (2459) Mscl (2467)

2401 CTGCCTCCGGGAACCGGCATCGTGAAGCGGGCGCCCCTGGTGCGCGAGCCTGGCTCCCAGGCCTGCCTGGCCATAGACCCGCTGGTCGGGGAGGAAGGAG

611 L P P G T G | V K R A P L VR EZPGS SO QAT CLATIDTPTLVGETE G
SFfil (2594)

2501 GAGCAGCAGTGGCAAAGCTGGAACCTCACCTGCAGCCCCGGGGTCAGCCAGCGCCGCAGCCCCTCCACACCCTGGTGCTCGCCGCAGAGGAGGGGGLCCCT

644G A A V A K L E P HL QP R GQPAPI QPILUHTLVLAATETETGA/L



Stfl (2692)
2601 GGTGGCCGCGGTGGAGCCTGGGCCCCTGGCTGACGGTGCCGCAGTCCGGCTGGCACTGGCGGGGGAGGGCGAGGCCTGCCCGCTGCTGGGCAGCLCCGGGC
677* V. AA V E P G P L ADGAAVURTLALAGTETGTEA AT CTPTLTLTGSTPG
2701 GCTGGGCGAAATAGCGTCCTCTTCCTCCCCGTGGACCCCGAGGACTCGCCCCTTGGCAGCAGCACCCCCATGGCGTCTCCTGACCTCCTTCCAGAGGACG
711 A G R N S VvV L F L PV DPEUDSTPLTGSSTPMASTPUDTLTLTPTESD
2801 TGAGGGAGCACCTCGAAGGCTTGATGCTCTCGCTCTTCGAGCAGAGTCTGAGCTGCCAGGCCCAGGGGGGCTGCAGTAGACCCGCCATGGTCCTCACAGA
744V R E H L E GL ML S L FEQSLS SCOQAQGG GT CSURPAMVILTTD

BStAPI (2930)
2901 CCCACACACGCCCTACGAGGAGGAGCAGCGGCAGTCAGTGCAGTCTGACCAGGGCTACATCTCCAGGAGCTCCCCGCAGCCCCCCGAGGGACTCACGGAA
777*. P H T P Y E E E QR QS VQSDQGY !l SRS SPOQPUPETGTLTE
NgoMIV (3038) Bsu36l (3074)
3001 ATGGAGGAAGAGGAGGAAGAGGAGCAGGACCCAGGGAAGCCGGCCCTGCCACTCTCTCCCGAGGACCTGGAGAGCCTGAGGAGCCTCCAGCGGCAGCTGC
811 M E E E E E E E Q DP GKUPALZPTLSZ PET DTLTESTLTZ RSTLTG QRAG QL
Avrll (3171)  Mscl (3183)
3101 TTTTCCGCCAGCTGCAGAAGAACTCGGGCTGGGACACGATGGGGTCAGAGTCAGAGGGGCCCAGTGCATGACCTAGGACTAGCTGGCCAGACATGATAAG
844kL F R Q L Q K N S GWDTMGSESETGT P S A o B —
3201 ATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATA

Hpal (3315) Mfel (3326)
3301 AGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACA

EcoRI (3411)
3401 AATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCA
B ——_— -

3501 TCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTC

SspI  (3650) Swal (3664)
3601 ATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTT

3701 TTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGC

3801 AAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAA
4494 ¢« N R T Y K L P I L E E I T T K V L KGNWMTE I L VF
BstXI (3954)

3901 AGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGAC
1144 C D P A Y D S I L ERCMGT C®PSVVRI SRDVETUDTSTYZPHTR RV
4001 AGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATG
814 A VI T DF DK QGNSVASGIAI AEATCVTVR RGI Y A E I
4101 TGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCT
4744 V A S I | E G T K TR I A A GV HHIKNDTETVYTLMTI KETAVE

BspHI (4239)
BbsI (4235)

Xmnl (4231) Asel (4297)

4201 CCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATT

144 Vv L E L D Q QS I NF T K M-=

4301 AATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCAT
-

Spel (4452)
4401 TTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGA
-

SnaBI (4580)
4501 AATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAG

Ndel (4685)
4601 TAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTG

4701 ATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGAC

Pacl (4871)

Sdal (4863) BspLU111 (4881)
4801 GTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCA
e

4901 GCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGG

5001 TGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGT

ApaLlI
5101 CCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCA

5201 CGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACT

5301 GGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCT

5401 GCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCA

(5195)



5501 GCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTG

Eagl (5631)
Pacl (5611) Swal (5620) NotI (5630)
5601 GTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAAC

5701 ATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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