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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Pspl14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
Sphl (560)
Agel (552)
501 CTGAGATCACCGGTCAGCATGCAGAGCACTTCTAATCATCTGTGGCTTTTATCTGA
- I* M Q S T S NHL WWL UL S D

HindIII (690)

601 TATTTTAGGCCAAGGAGCTACTGCAAATGTCTTTCGTGGAAGACATAAGAAAACTGGTGATTTATTTGCTATCAAAGTATTTAATAACATAAGCTTCCTT
13 1 L G Q GA TANVTFRGRHIEKI KTGDULTFAI KV FNNI S F L
701 CGTCCAGTGGATGTTCAAATGAGAGAATTTGAAGTGTTGAAAAAACTCAATCACAAAAATATTGTCAAATTATTTGCTATTGAAGAGGAGACAACAACAA
47" R P V D V Q M R E F E VL K KL NHIKNI VKLTFAI EEETTT
Scal (807) EcoRI (892)

801 GACATAAAGTACTTATTATGGAATTTTGTCCATGTGGGAGTTTATACACTGTTTTAGAAGAACCTTCTAATGCCTATGGACTACCAGAATCTGAATTCTT
8¥R H K VL I M E F CP CGS LY TVLETEZPSNAYGLU®PESTETFL

ApaLl (955) EcoRV (964)
901 AATTGTTTTGCGAGATGTGGTGGGTGGAATGAATCATCTACGAGAGAATGGTATAGTGCACCGTGATATCAAGCCAGGAAATATCATGCGTGTTATAGGG
113 | VvV L R D VV G GMNHULIRENSGI VHRUDI K®PGNI MRV I G
BsrGI (1016)
1001 GAAGATGGACAGTCTGTGTACAAACTCACAGATTTTGGTGCAGCTAGAGAATTAGAAGATGATGAGCAGTTTGTTTCTCTGTATGGCACAGAAGAATATT
147 E D G Q S VY K L T bDF GAARTETULTETDDTEZ QFVSLYGTTEEY
Xcml (1197)
1101 TGCACCCTGATATGTATGAGAGAGCAGTGCTAAGAAAAGATCATCAGAAGAAATATGGAGCAACAGTTGATCTTTGGAGCATTGGGGTAACATTTTACCA
180kL H P DM Y E R A VL RKUDUH QK KY GATVDLMWS I GV TTF Y H
Eco01091 (1236)
1201 TGCAGCTACTGGATCACTGCCATTTAGACCCTTTGAAGGGCCTCGTAGGAATAAAGAAGTGATGTATAAAATAATTACAGGAAAGCCTTCTGGTGCAATA
213 A A T G S L P F R P F EGP R RNIKTEVMYK I I T GKUP S G A I
BstXI (1327)
1301 TCTGGAGTACAGAAAGCAGAAAATGGACCAATTGACTGGAGTGGAGACATGCCTGTTTCTTGCAGTCTTTCTCGGGGTCTTCAGGTTCTACTTACCCCTG

247 S G V Q K A ENGP I DWSGDMZPVSCSLSRGLQVLLTT®P
Spel (1465)

1401 TTCTTGCAAACATCCTTGAAGCAGATCAGGAAAAGTGTTGGGGTTTTGACCAGTTTTTTGCAGAAACTAGTGATATACTTCACCGAATGGTAATTCATGT

280V L A N I L E A DQE K CWGTFD QFTFAETSDI I LHRMVI HYV

BspHI (1566)
1501 TTTTTCGCTACAACAAATGACAGCTCATAAGATTTATATACATAGCTATAATACTGCTACTATATTTC&TGAACTGGTATATAAACAAACCAAAATTATT
313 F S L Q QM TAHKTI Y I HSYNTATI FHETLUVYZKH- QT KI
1601 TCTTCAAATCAAGAACTTATCTACGAAGGGCGACGCTTAGTCTTAGAACCTGGAAGGCTGGCACAACATTTCCCTAAAACTACTGAGGAAAACCCTATAT
347 S S N Q E L I Y E GR R LV LEZPGRTLAIQHTFUPIKTTTETENSTFP

Nhel (1795)
1701 TTGTAGTAAGCCGGGAACCTCTGAATACCATAGGATTAATATATGAAAAAATTTCCCTCCCTAAAGTACATCCACGTTATGATTTAGACGGGGATGCTAG
380 F V VS R E P L NT I GL I YEKTI SLUPIKVHPRYDTLTUDTGTUDA S

PstI (1836)

1801 CATGGCTAAGGCAATAACAGGGGTTGTGTGTTATGCCTGCAGAATTGCCAGTACCTTACTGCTTTATCAGGAATTAATGCGAAAGGGGATACGATGGCTG

413 M A K A I T GV V CYATCRI ASTLILULYQETLMR RIKTGI RWL
1901 ATTGAATTAATTAAAGATGATTACAATGAAACTGTTCACAAAAAGACAGAAGTTGTGATCACATTGGATTTCTGTATCAGAAACATTGAAAAAACTGTGA
447 | E L I K D DY NE TV HIKI KTEV VI TLDTFT CIRNIETKTV

BsaBI (2016)

2001 AAGTATATGAAAAGTTGATGAAGATCAACCTGGAAGCGGCAGAGTTAGGTGAAATTTCAGACATACACACCAAATTGTTGAGACTTTCCAGTTCTCAGGG

480K V Y E K L M K I N L E A A E L GEI1 SDI HTIKTLTLT RLTSSSOQG
EcoRV (2122)

2101 AACAATAGAAACCAGTCTTCAGGATATCGACAGCAGATTATCTCCAGGTGGATCACTGGCAGACGCATGGGCACATCAAGAAGGCACTCATCCGAAAGAC
513 T | E T S L QD1 DS RULSUPGGSTLADAMWAU HTG O QETGTHTZPTKTD
2201 AGAAATGTAGAAAAACTACAAGTCCTGTTAAATTGCATGACAGAGATTTACTATCAGTTCAAAAAAGACAAAGCAGAACGTAGATTAGCTTATAATGAAG
547 R N V E KL Q VLLNT CMTTETITZYYOQFI KTZ KT DI KA ATETRT RTLAYNE
2301 AACAAATCCACAAATTTGATAAGCAAAAACTGTATTACCATGCCACAAAAGCTATGACGCACTTTACAGATGAATGTGTTAAAAAGTATGAGGCATTTTT
S80FE Q | H K F D K Q K L Y Y HA TIKAMTWHTFEFTDTET CVIKTZKYEATFL
2401 GAATAAGTCAGAAGAATGGATAAGAAAGATGCTTCATCTTAGGAAACAGTTATTATCGCTGACTAATCAGTGTTTTGATATTGAAGAAGAAGTATCAAAA
613* N K S E E W Il R KM L HLRKOQLTULSTULTNO QT CTFEFUDTIETETEVSK
2501 TATCAAGAATATACTAATGAGTTACAAGAAACTCTGCCTCAGAAAATGTTTACAGCTTCCAGTGGAATCAAACATACCATGACCCCAATTTATCCAAGTT
647* Y Q E Y T N E L Q E T LPQKMTFTASSGI KHTMTT®PI Y P S
2601 CTAACACATTAGTAGAAATGACTCTTGGTATGAAGAAATTAAAGGAAGAGATGGAAGGGGTGGTTAAAGAACTTGCTGAAAATAACCACATTTTAGAAAG
680*S N T L V EM T L GM K K L KEEMTETGV YV KTETLATENNIHITILTER



Ncol (2714) Pspl14061 (2734) Avrll (2752)
2701 GTTTGGCTCTTTAACCATGGATGGTGGCCTTCGCAACGTTGACTGTCTTTAGCCTAGGTCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAA
713 F G S L T M D G G L R NV DI C L e
2801 CCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACC

Hpal (2921)
2901 ATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACC

EcoRI (3017)
3001 TCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCA
> -

SapI (3199)
3101 TAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAG

Swal (3270)
3201 CTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAA

Eco01091 (3331)
3301 TGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTG

3401 GACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGA

+414 ¢ N R T Y K L P I L E E I T T K V L K G NWME I L

Sacl (3531) BstXI (3560)
3501 GCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTG
1164 V F C D P AY DS I L ERCMGT C®PSVVRI SRDVETDSYPH

Stul (3695)
3601 CCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCC
834 R VA V I T DF DIKOQGNSVASGI AI AEACVTVRZ RGI YA
3701 TCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGG
499E | H VA S 1 | E G T K TR 1T AAGVHHIKNDTETYTLMTI KTETA
3801 CGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCG
164 V E VL E L D QQS I NF T KM=

Sacl (3960)
3901 ATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACC
-t

Spel (4058)
4001 GCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGA
e

SnaBI (4186)
4101 CTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACT

Ndel (4291)
4201 GCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATA

4301 CACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATT

Pstl (4470)

Sdal (4469) BspLU111 (4487)
4401 ATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAA
-

4501 AGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGT

4601 CAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGAT

4701 ACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTG

ApaLlI (4801)
4801 TGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCA

4901 GCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTG

5001 GTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTG

5101 CAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGG

Eagl (5237)
Swal (5226)  NotI (5236)
5201 ATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTA

5301 ACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGA
5401 A
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