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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Ncol (560)
BstEII (555)
Agel (552)

501 CTGAGATCACCGGTCACCATGGGCTGTGATCGGAACTGTGGGCTCATTGCTGGAGC

- 1M G C DR NCGL I A G A
601 TGTTATTGGTGCAGTCCTGGCTGTGTTTGGAGGCATTCTCATGCCAGTCGGAGACATGCTTATTGAGAAGACAATCAAAAGGGAAGTTGTCCTTGAAGAA
13 vI GA VLAVFGGI LMPVGDMLI I EKTI KRE V VL E E
701 GGAACCACTGCTTTCAAAAACTGGGTTAAAACAGGCACCACTGTGTACAGACAGTTTTGGATCTTTGATGTGCAAAACCCAGATGACGTGGCAAAGAACA
47 G T T A F K NWV K TG T T VY R QFWI FDVAQNZPDUDVA KN

Dralll (889)
801 GCAGCAAAATCAAGGTTAAACAAAGAGGTCCTTACACATACAGAGTTCGTTATCTAGCCAAGGAAAATATAACTCAGGACCCCGAGGACCACACTGTGTC
80S S K I K VX Q R GP Y TYRVU RYLAIKTENITQDUPTETUDUHTVS

Pvull (989)
901 TTTTGTACAGCCCAATGGAGCCATCTTTGAGCCTTCACTGTCTGTTGGAACAGAGGATGACAACTTCACAGTTCTGAATCTGGCTGTAGCAGCTGCACCA
113 F VvV Q P NG A I F E P S L SV GTEUDUDNTFTVILNILAVAAAYFP

BglII (1078)
1001 CATATCTACCAAAATTCATTTGTTCAAGTTGTGCTCAACTCTCTTATAAAAAAGTCCAAGTCTTCTATGTTCCAAACAAGATCTTTGAAAGAACTCTTGT
147 H I Y Q NS F V.Q V VLNJSILI KKJSIKSSMTFQTH RS L KE L L
1101 GGGGTTACAAAGATCCATTCCTCAGTTTGGTTCCATATCCTATAAGTACCACAGTTGGTGTGTTTTATCCTTACAATGACACTGTAGATGGAGTTTATAA
180kW G Y K D P F L S L VZPY®PI STTVSGVFYUPYNDTUVDSGVY K
Mscl (1276) Asel (1297)
1201 AGTTTTCAATGGAAAGGATAACATAAGCAAAGTTGCCATAATTGAGTCCTATAAAGGGAAAAGGAATTTGTCCTATTGGCCAAGCTATTGCGACATGATT
213 V. F N G K DN I S KV A I I E S Y KOG K RNLSYWPSY CDWM.I
1301 AATGGCACAGACGCAGCCTCCTTTCCACCTTTTGTTGAAAAGTCTCGGACATTGAGATTCTTTTCCTCTGACATTTGCAGGTCTATCTACGCTGTGTTCG
247" NG T DA A S F PP F VEIKSRTLI RTFTFSSDI CRS I Y A VTF
1401 GATCTGAAATCGACCTTAAAGGAATCCCCGTGTACAGATTTGTTCTTCCAGCCAATGCCTTTGCATCACCCCTCCAGAATCCAGACAACCATTGTTTCTG
280G S E I DL K G I P VYR FVLPANAFASUPLIQNZPIUDNHTCECTFC
1501 CACTGAAAAAGTAATCTCCAATAACTGTACATCTTATGGTGTGCTAGACATTGGCAAATGCAAAGAAGGAAAGCCTGTGTATATTTCGCTTCCACATTTC
313 T E K VI S NN CT S Y GV LDI GKCIKTEGIKUPVY |l S L P HTF
1601 CTACATGCAAGTCCAGATGTTTCAGAACCTATTGAAGGCTTACATCCAAATGAAGATGAGCATAGGACATACTTAGATGTGGAACCCATAACTGGATTCA
347k L H A S P DV S EZ®PI EGLHPNEUDTEHRTYLDVET PI TGTF
Pstl (1720)
1701 CTCTACAATTTGCAAAACGACTGCAGGTCAACATATTGGTCAAGCCAGCTAGAAAAATAGAAGCATTAAAGAATCTGAAGAGACCTTACATTGTACCTAT
38T L Q F A K R L QVN1T L VIKWPARIKI EALIKNLI KR RUPY I VP I
1801 ACTGTGGCTAAATGAGACTGGGACCATTGGTGATGAAAAAGCAGAAATGTTCAAAACACAAGTGACTGGGAAAATCAAGCTCCTTGGCATGGTAGAGATG
413 L W L NE T G T I GDEIKAEMTFIKTQVTGI K I KL L GMV EM
Nhel (1996)
1901 GCCTTACTTGGGATTGGAGTGGTGATGTTTGTTGCTTTTATGATTTCATATTGTGCTTGCAAATCCAAGAATGGAAAATAAGTAGTGGATGAGCCTGCTA
447 A L L G I G V VM F VA FM I S Y CATZCIKSKNGK e
Mscl (2002)

2001 GCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGC

Hpal (2134) Mfel (2145)
2101 TTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAA

EcoRI (2230)
2201 AGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGG
-

2301 GATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCA

Sapl (2412) SspI  (2469) Swal (2483)
2401 AGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTG

2501 CAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCT

2601 TTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCA
4494 ¢« N R T Y K L P I L E E I T T K V L K G
Sacl (2744) BstXI (2773)
2701 TTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCAT
204N M E | L VF CDPAYDJ S I L ERTCMGT CZPSVVRI1I SRDVETD




2801 CAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCT
874 S Y P H R VA V I T DF DJ KO QGNSVASGI ALl AEATCVTVR R
Stul (2908)
2901 GCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTG
544 G | Y A E I HVAS 1 I EGTI KTRI AAGVHUHTEKNDTEVYTLMT
XmnI (3050)
3001 ATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCG

2041 K E T A VEVLELUDG QQSTI NFTIKM-=--
Asel (3116) Sacl (3173)
3101 ATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACC
-t

Spel (3271)
3201 GTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTC
-

SnaBI
3301 AATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAAT

3401 ACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTAC

Ndel (3504)
3501 TTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGG

Pacl (3690)
PstI (3683)
Sdal (3682)
3601 AACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGA

BspLU11I (3700)
3701 ACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAA
e

3801 TCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTG

3901 CCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCT

ApaLI (4014)
4001 CCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATC

4101 GCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGA

4201 AGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTG

4301 GTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAA

Eagl (4450)
Pacl (4430) Swal (4439) NotI (4449)
4401 CTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTT

4501 TGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAAC
4601 ATTTCTCTATCGAA
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