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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl4061 (203) HindIII (245)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

BstEII (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGTAGGGCTGGGAGCCTGCACCCTGACTGGAGTTAC

- 1M V G L GA CTULTGVT
601 CCTGATCTTCTTGCTACTCCCCAGAAGTCTGGAGAGCTGTGGACACATCGAGATTTCACCCCCTGTTGTCCGCCTGGGGGACCCTGTCCTGGCCTCTTGC
13 L I F L L LPRSULESTCGHTI EI SPPVVZRLSGDZPVLASSTC

BglII (740) BstAPI (789)
701 ACCATCAGCCCAAACTGCAGCAAACTGGACCAACAGGCAAAGATCTTATGGAGACTGCAAGATGAGCCCATCCAACCTGGGGACAGACAGCATCATCTGC
47 T I S P N C S K L DQ QAIK I L WRULAQDEUZ P11 QP G DR QHHL
801 CTGATGGGACCCAAGAGTCCCTCATCACTCTGCCTCACTTGAACTACACCCAGGCCTTCCTCTTCTGCTTAGTGCCATGGGAAGACAGCGTCCAACTCCT
80P D G T Q E S L I T L P HLNYT QATFULT FTCLVPWETDS SV QL L

901 GGATCAAGCTGAGCTTCACGCAGGCTATCCCCCTGCCAGCCCCTCAAACCTATCCTGCCTCATGCACCTCACCACCAACAGCCTGGTCTGCCAGTGGGAG
113 D Q A E L HA GY PPASUPSNLS ST CLMHLTTNSTLVCAOQWE
1001 CCAGGTCCTGAGACCCACCTGCCCACCAGCTTCATCCTAAAGAGCTTCAGGAGCCGCGCCGACTGTCAGTACCAAGGGGACACCATCCCGGATTGTGTGG
147 P G P E T HL P TSTF Il LKSTFIRSRADT COQQYOQGDTI I P DTCV
1101 CAAAGAAGAGGCAGAACAACTGCTCCATCCCCCGAAAAAACTTGCTCCTGTACCAGTATATGGCCATCTGGGTGCAAGCAGAGAATATGCTAGGGTCCAG
180PA K K R Q NN C S I P R K NULLULYQYMAI WVOQATENMMTLGS S
1201 CGAGTCCCCAAAGCTGTGCCTCGACCCCATGGATGTTGTGAAATTGGAGCCTCCCATGCTGCAGGCCCTGGACATTGGCCCTGATGTAGTCTCTCACCAG
213 E S P K L C L DPMDVVYVYKTLTETPPMLIU OQALTUDIGPDVVSHNAOQ
1301 CCTGGCTGCCTGTGGCTGAGCTGGAAGCCATGGAAGCCCAGTGAGTACATGGAACAGGAGTGTGAACTTCGCTACCAGCCACAGCTCAAAGGAGCCAACT
247 P G C L WL S WIKUPWI KU PSTETYMET QQET CETLZ RYAOQPA QLTI KTGAN
Nsil (1488)
1401 GGACTCTGGTGTTCCACCTGCCTTCCAGCAAGGACCAGTTTGAGCTCTGCGGGCTCCATCAGGCCCCAGTCTACACCCTACAGATGCGATGCATTCGCTC
280kW T L V F HL P S S KD QTFETLT CGLUHOQAPVYTLAQMTZ RTCTI R S
Dralll (1581)
BbrPI (1581)
1501 ATCTCTGCCTGGATTCTGGAGCCCCTGGAGCCCCGGCCTGCAGCTGAGGCCTACCATGAAGGCCCCCACCATCAGACTGGACACGTGGTGTCAGAAGAAG
313 S L P G F WS PWSPGL QLI RPTMIKATPTI RLDTWTCOQEK K
Sdal (1650)
1601 CAACTAGATCCAGGGACAGTGAGTGTGCAGCTGTTCTGGAAGCCAACGCCCCTGCAGGAAGACAGTGGACAGATCCAGGGCTACCTGCTGTCCTGGAATT

347 Q L DP G TV SVQLFWIKZPT®PLI QEUDSSGQI!I QGY L L SWN
1701 CCCCAGATCATCAAGGGCAGGACATACACCTTTGCAACACCACGCAGCTCAGCTGTATCTTCCTCCTGCCCTCAGAGGCCCAGAACGTGACCCTTGTGGC
380kS P D HQ GQ D1 HLCNTTOQL S CI FLLPSEAQNVTLVA

1801 CTACAACAAAGCAGGGACCTCTTCACCTACTACAGTGGTTTTCCTGGAGAACGAAGGTCCAGCTGTGACT GGACTCCATGCCATGGCCCAAGACCTTAAC
413 Y N K A G T S S P TTVVFLENESGPAVT GLHAMAN QDTLN
1901 ACCATCTGGGTAGACTGGGAAGCCCCCAGCCTTCTGCCTCAGGGCTATCTCATTGAGTGGGAAATGAGTTCTCCCAGCTACAATAACAGCTATAAGTCCT

447 T I W V D WEAP SLLPQGY LI EWEMSS®PSYNNSYKS
2001 GGATGATAGAACCTAACGGGAACATCACTGGAATTCTGTTAAAGGACAACATAAATCCCTTTCAGCTCTACAGAATTACAGTGGCTCCCCTGTACCCAGG
480kW M | E P N G N I T G I L L KDNIT NPF QLY RI TVAUPTULY PG

Ecod7III (2163)
2101 CATCGTGGGACCCCCTGTAAATGTCTACACCTTCGCTGGAGAGAGAGCTCCTCCTCATGCTCCAGCGCTGCATCTAAAGCATGTTGGCACAACCTGGGCA
513 | V G P P VNV Y TFAGET RAPPU HAPALU HLIEKTUHYGTTWA
Acc651 (2211) Avrll (2224)
2201 CAGCTGGAGTGGGTACCTGAGGCCCCTAGGCTGGGGATGATACCCCTCACCCACTACACCATCTTCTGGGCCGATGCTGGGGACCACTCCTTCTCCGTCA
5478 Q L E WV P E AP RLGMI PLTHYTI FWATDATGT DU HSTF SV
2301 CCCTAAACATCTCCCTCCATGACTTTGTCCTGAAGCACCTGGAGCCCGCCAGTTTGTATCATGTCTACCTCATGGCCACCAGTCGAGCAGGGTCCACCAA
58T L N | S L HDF VL KUHLTET PASTLYHVYLMATS SR RAGSTN
BStAPI (2456) Scal (2469)
2401 TAGTACAGGCCTTACCCTGAGGACCCTAGATCCATCTGACTTAAACATTTTCCTGGGCATACTTTGCTTAGTACTCTTGTCCACTACCTGTGTAGTGACC
613 S T G L T LR TLDZPSDULNIFLGI LCLUVLLSTTTCVVT
Xmnl (2522) BspHI (2591)
2501 TGGCTCTGCTGCAAACGCAGAGGAAAGACTTCCTTCTGGTCAGATGTGCCAGACCCAGCCCACAGTAGCCTGAGCTCCTGGTTGCCCACCATCATGACAG
647 W L C C K R R G K T S FWSDVZPUDPAHSSLSSWLZPT I MT
2601 AGGAAACCTTCCAGTTACCCAGCTTCTGGGACTCCAGCGTGCCATCAATCACCAAGATCACTGAACTGGAGGAAGACAAGAAACCGACCCACTGGGATTC
G8Q¥E E T F Q L P S FWDJS S VPSS I TKI TETULTETETDTE KT KT PTHWTDS
2701 CGAAAGCTCTGGGAATGGTAGCCTTCCAGCCCTGGTTCAGGCCTATGTGCTCCAAGGAGATCCAAGAGAAATTTCCAACCAGTCCCAGCCTCCCTCTCGC
713 E S S G NG S LPALVQAYVLQGHDT PR RTETISNIOQSAOQPTZPSTR
BstEII (2803) Bsp1201
2801 ACTGGTGACCAGGTCCTCTATGGTCAGGTGCTTGAGAGCCCCACCAGCCCAGGAGTAATGCAGTACATTCGCTCTGACTCCACTCAGCCCCTCTTGGGGG
747* T G D Q VLY GQVLESPTSPGVMO QY 1l RSDSTAOQFPTLTLG



2901 GCCCCACCCCTAGCCCTAAATCTTATGAAAACATCTGGTTCCATTCAAGACCCCAGGAGACCTTTGTGCCCCAACCTCCAAACCAGGAAGATGACTGTGT

780G P T P S P K S Y E N1 WF HSRUPQETTFVZPQPZPNGO QQETDTUDTCV
Xbal (3071) Nhel (3085)

3001 CTTTGGGCCTCCATTTGATTTTCCCCTCTTTCAGGGGCTCCAGGTCCATGGAGTTGAAGAACAAGGGGGTTTCTAGAACTTTGGGGCTAGCTGGCCAGAC

813 F G P P F DF PLF QGULU QVUHGVTETET QGTGTF e

3101 ATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAA

Hpal (3223) Mfel (3234)
3201 CCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAA

3301 CCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGG
- -

3401 CATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACT

SapI (3501) SspI  (3558) Swal (3572)
3501 AGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATA

3601 AATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAAT

3701 TGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAAT
4414 ¢ N R T Y K L P I L E E I T T K V L K G NM E

3801 GAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGG
11274 L V F C D P A Y DS 1 LEZRT CMGT C®PSVVURI1 SRUDVETDSYSF@P

3901 TGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGG
834H R V A V I T D F DK QGNSVASGI AI AEACVTVRZ RGI YA

4001 CCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGT
sed E | H V A S I | E GT K TR I A A GV HHIEKNDTETYTLMTI I KET

Xmnl (4139)

4101 GGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGC

174 AV E VL E L D Q Q S I N F T K M-
Asel  (4205)
4201 CGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTA
-

Spel (4360)
4301 CCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGA
e

SnaBI (4488)
4401 GACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTA

Ndel (4593)
4501 CTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGA

4601 TACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCA

Sdal (4771) Pacl (4779)  BspLU111 (4789)
4701 TTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCA
-

4801 AAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAA

4901 GTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGG

5001 ATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGC

ApaLI (5103)
5101 TGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAG

5201 CAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATT

5301 TGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTT

5401 TGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAG

Eagl (5539)
Pacl (5519) Swal (5528) NotI (5538)
5501 GGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCG

5601 TAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATC
5701 GAA
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