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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
BstEII (555)
Agel (552) Ncol (560)
501 CTGAGATCACCGGTCACCATGGGCCGCGCCTGGGGCTTGCTCGTTGGACTCCTGGG
- *M G RAWG L LV G L L G
Eagl (640)
BsrBI (634) BstEII (682)

601 CGTCGTGTGGCTGCTGCGCTTGGGCCACGGCGAGGAGCGGCGGCCGGAGACAGCGGCACAGCGCTGCTTCTGCCAGGTTAGTGGTTACCTGGACGACTGT
13 V VW L L RLGHTGTETET RT RPETAAQRTCT FCQV SGYLDTUDSC
Clal (718)

701 ACCTGTGATGTCGAGACCATCGATAAGTTTAATAACTACAGACTTTTCCCAAGACTACAAAAGCTTCTTGAAAGTGACTACTTTAGATATTACAAGGTGA
47* T C DV ET I DK FNNZY RTLTFZPRTLO QKTLTLTETSDTYTFTZRTYYK./V
801 ACTTGAAGAAGCCTTGTCCTTTCTGGAATGACATCAACCAGTGTGGAAGAAGAGACTGTGCCGTCAAACCCTGCCATTCTGATGAAGTTCCTGATGGAAT

8N L K K P C P FWND I NQCGT R RDTE CAVYV KT PC CHTSDTEVTPDG I
901 TAAGTCTGCGAGCTACAAGTATTCTGAGGAAGCCAACCGCATTGAAGAATGTGAGCAAGCTGAGCGACTTGGAGCCGTGGATGAGTCTCTGAGTGAGGAG
113 K S A S Y K Y S E EANU R I EECEQATETRTLGAVDTETSTLSTETE
1001 ACCCAGAAAGCTGTACTTCAGTGGACCAAGCATGATGATTCGTCAGACAGCTTCTGCGAAATTGACGATATACAGTCCCCCGATGCTGAGTATGTGGACT
147 T Q K AV L QW T K H DD S SD S FCE I DD I QSPDATETYVD
1101 TACTCCTTAACCCTGAGCGCTACACAGGCTACAAGGGGCCAGACGCTTGGAGGATATGGAGTGTCATCTATGAAGAAAACTGTTTTAAGCCACAGACAAT
180L L L N P E R Y TG Y KGPDAWT R IW SV I YETENT CTEFZKTZPQT I
1201 TCAAAGGCCTTTGGCTTCTGGGCGAGGAAAAAGTAAAGAGAACACATTTTACAACTGGCTAGAAGGCCTCTGTGTAGAAAAGAGAGCATTCTACAGACTT
213 Q R P L A S G R G K S K ENTTFYNWTULEGTLTCVETKT RATFTYRIL

Asel (1321)
1301 ATATCTGGCCTGCACGCAAGCATTAATGTGCATTTGAGTGCAAGGTATCTTTTACAAGATACTTGGCTGGAAAAGAAATGGGGTCACAATGTCACAGAGT
247 1 S G LHA S I NVHLSARTYTLTLOQDTMWTLTET KT KMWGHNVTE
1401 TCCAGCAGCGCTTTGATGGGATTCTGACTGAAGGAGAAGGCCCACGAAGGCTGAGGAACTTGTACTTCCTGTACCTGATAGAGTTAAGGGCTCTCTCCAA
20 F Q Q R F DG I LT EGEGTPRT RLT RNTLYT FTLYTULTIETLT RATLSK
Sapl (1533) BspHI (1593)
1501 AGTGCTTCCATTTTTTGAGCGTCCAGATTTTCAGCTCTTCACTGGGAATAAAGTTCAGGATGCAGAAAACAAAGCGTTACTTCTGGAGATACTTCATGAA
338. Vv L P F F ERGPDTFOQLTFTGNTIKVO QDA ATENTIKIATLTLTLTETILHE
EcoRI (1629)
1601 ATCAAGTCATTTCCTTTGCACTTCGATGAGAATTCTTTTTTTGCTGGGGATAAAAACGAAGCACATAAACTAAAGGAGGACTTCCGGCTACACTTTAGGA
3478 | K S F P LH FDENTSTFTFAGDTEKNTEAUHTEKTLEKTETDTFTRTLHFR

BglII (1787)
1701 ACATTTCAAGAATCATGGACTGTGTTGGCTGCTTCAAGTGCCGCCTGTGGGGCAAGCTTCAGACGCAGGGGCTGGGCACTGCTCTGAAGATCTTGTTTTC
330N | S R I M D CV GCF KO CRLWGIKTLQTQGTLGTATLTEK I L F S

Nsil (1883) Xmnl (1892)
1801 CGAAAAACTGATCGCAAATATGCCGGAAAGCGGACCAAGTTATGAGTTCCAGCTAACCAGACAAGAAATAGTATCACTGTTTAATGCATTTGGAAGGATT
413 E K L I ANMPESGUPSY EFQLTW RQE IV SLFNATFGR I
Mscl (1977)
Nhel (1971)
1901 TCCACAAGTGTGAGAGAACTAGAGAACTTCAGGCACTTGTTACAGAATGTTCACTGAGGAGGACGGTTGGAGCTAGCTGGCCAGACATGATAAGATACAT
447 S T S V R E L EN F RH L L QN V H e
2001 TGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGC

Hpal (2109)  Mfel (2120)
2101 AATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTG

EcoRI (2205)
2201 GTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGG
e -

Sapl (2387)
2301 GCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCT




Sspl (2444) Swal (2458)
2401 TTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTA

Eco01091 (2519)
2501 GGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAA

2601 GCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGT
—— 3414 ¢ N R T Y K L P I L E E I T T KV L K GNWMTE I LV FCD
Sacl (2719)
2701 CAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCAC
11224 P A Y D S I L ERCMGCPSVV R I SRDVEDSYPHIRVAYV
2801 AATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACA
7”1 | T D FDKAQGNZSVASG I A I AEACVTVIRG I YATE I HV
2901 GCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCA
454A S |1 1| EG T K T R I ANAGV HHIKNDEYLMT I KETA AV EV L
BbslI (3029)
Xmnl (3025) Asel (3091)
3001 GCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGT
124 E L DQQ S I N F T K M-

Sacl (3148)
3101 CAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGT
—d

Spel (3246)
3201 CAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCC
-

SnaBI (3374)
3301 CGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAA

Ndel (3479)
3401 AGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTAC

3501 TGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAAT

Pacl (3665)
PstI (3658)
Sdal (3657) BspLU11I (3675)
3601 GGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAA
<1

3701 GGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGA

3801 AACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCT

ApaLlI (3989)
3901 TTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACC

4001 CCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAAC

4101 AGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTC

4201 TGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGAT

4301 TACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATG

Eagl (4425)
Pacl (4405) Swal (4414) NotI (4424)
4401 GCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGC

4501 TCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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