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pUNO1-mIL17RC
(5223 bp)

BsrS2

SV40 p(A)

(h) ßglobin p(A)

pMB1 ori

hCMV enh

hCMV prom

EM7

hEF1-HTLV prom
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XmnI (3659)
BbsI (3663)
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SpeI (3880)

SnaBI (4008)

NdeI (4113)
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PacI (5039)
SwaI (5048)
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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCAGCATGCCTGTGTCCTGGTTCCTGCTGTCCTTGGCACTGGG

CCGAAACCCTGTGGTCGTCTCTCTGGAGAGACTGATGGAGCCTCAGGACACTGCACGCTGCTCTCTAGGCCTCTCCTGCCACCTCTGGGATGGTGACGTG

CTCTGCCTGCCTGGAAGCCTCCAGTCTGCCCCAGGCCCTGTGCTAGTGCCTACCCGCCTGCAGACGGAGCTGGTGCTGAGGTGTCCACAGAAGACAGATT

GCGCCCTCTGTGTCCGTGTGGTGGTCCACTTGGCCGTGCATGGGCACTGGGCAGAGCCTGAAGAAGCTGGAAAGTCTGATTCAGAACTCCAGGAGTCTAG

GAACGCCTCTCTCCAGGCCCAGGTGGTGCTCTCCTTCCAGGCCTACCCCATCGCCCGCTGTGCCCTGCTGGAGGTCCAGGTGCCCGCTGACCTGGTGCAG

CCTGGTCAGTCCGTGGGTTCTGCGGTATTTGACTGTTTCGAGGCTAGTCTTGGGGCTGAGGTACAGATCTGGTCCTACACGAAGCCCAGGTACCAGAAAG

AGCTCAACCTCACACAGCAGCTGCCTGATGGTGACAATGTCCTTCTGACACTGGATGTCTCTGAGGAGCAGGACTTTAGCTTCTTACTGTACCTGCGTCC

AGTCCCGGATGCTCTCAAATCCTTGTGGTACAAAAACCTGACTGGACCTCAGAACATTACTTTAAACCACACAGACCTGGTTCCCTGCCTCTGCATTCAG

GTGTGGTCGCTAGAGCCAGACTCTGAGAGGGTCGAATTCTGCCCCTTCCGGGAAGATCCCGGTGCACACAGGAACCTCTGGCACATAGCCAGGCTGCGGG

TACTGTCCCCAGGGGTATGGCAGCTAGATGCGCCTTGCTGTCTGCCGGGCAAGGTAACACTGTGCTGGCAGGCACCAGACCAGAGTCCCTGCCAGCCACT

TGTGCCACCAGTGCCCCAGAAGAACGCCACTGTGAATGAGCCACAAGATTTCCAGTTGGTGGCAGGCCACCCCAACCTCTGTGTCCAGGTGAGCACCTGG

GAGAAGGTTCAGCTGCAAGCGTGCTTGTGGGCTGACTCCTTGGGGCCCTTCAAGGATGATATGCTGTTAGTGGAGATGAAAACCGGCCTCAACAACACAT

CAGTCTGTGCCTTGGAACCCAGTGGCTGTACACCACTGCCCAGCATGGCCTCCACGAGAGCTGCTCGCCTGGGAGAGGAGTTGCTGCAAGACTTCCGATC

ACACCAGTGTATGCAGCTGTGGAACGATGACAACATGGGATCGCTATGGGCCTGCCCCATGGACAAGTACATCCACAGGCGCTGGGTCCTAGTATGGCTG

GCCTGCCTACTCTTGGCTGCGGCGCTTTTCTTCTTCCTCCTTCTAAAAAAGGACCGCAGGAAAGCGGCCCGTGGCTCCCGCACGGCCTTGCTCCTCCACT

CCGCCGACGGAGCGGGCTACGAGCGTCTGGTGGGAGCACTGGCGTCCGCGTTGAGCCAGATGCCACTGCGCGTGGCCGTGGACCTGTGGAGCCGCCGCGA

GCTGAGCGCGCACGGAGCCCTAGCCTGGTTCCACCACCAGCGACGCCGTATCCTGCAGGAGGGTGGCGTGGTAATCCTTCTCTTCTCGCCCGCGGCCGTG

GCGCAGTGTCAGCAGTGGCTGCAGCTCCAGACAGTGGAGCCCGGGCCGCATGACGCCCTCGCCGCCTGGCTCAGCTGCGTGCTACCCGATTTCCTGCAAG

GCCGGGCGACCGGCCGCTACGTCGGGGTCTACTTCGACGGGCTGCTGCACCCAGACTCTGTGCCCTCCCCGTTCCGCGTCGCCCCGCTCTTCTCCCTGCC

CTCGCAGCTGCCGGCTTTCCTGGATGCACTGCAGGGAGGCTGCTCCACTTCCGCGGGGCGACCCGCGGACCGGGTGGAACGAGTGACCCAGGCGCTGCGG

TCCGCCCTGGACAGCTGTACTTCTAGCTCGGAAGCCCCAGGCTGCTGCGAGGAATGGGACCTGGGACCCTGCACTACACTAGAATAAAAGCCGATACAGT

 M  P   V  S   W  F   L   L   S   L   A   L   G

  R   N  P   V  V  V  S   L   E   R   L   M  E   P   Q  D  T   A   R   C   S   L   G  L   S   C   H  L   W  D  G  D  V 

 L   C   L   P   G  S   L   Q  S   A   P   G  P   V  L   V  P   T   R   L   Q  T   E   L   V  L   R   C   P   Q  K  T   D  

C  A   L   C   V  R   V  V  V  H  L   A   V  H  G  H  W  A   E   P   E   E   A   G  K  S   D  S   E   L   Q  E   S   R

  N  A   S   L   Q  A   Q  V  V  L   S   F   Q  A   Y   P   I   A   R   C   A   L   L   E   V  Q  V  P   A   D  L   V  Q 

 P   G  Q  S   V  G  S   A   V  F   D  C  F   E   A   S   L   G  A   E   V  Q  I   W  S   Y   T   K  P   R   Y   Q  K  

E   L   N  L   T   Q  Q  L   P   D  G  D  N  V  L   L   T   L   D  V  S   E   E   Q  D  F   S   F   L   L   Y   L   R   P

  V  P   D  A   L   K  S   L   W  Y   K  N  L   T   G  P   Q  N  I   T   L   N  H  T   D  L   V  P   C   L   C   I   Q 

 V  W  S   L   E   P   D  S   E   R   V  E   F   C   P   F   R   E   D  P   G  A   H  R   N  L   W  H  I   A   R   L   R   

V  L   S   P   G  V  W  Q  L   D  A   P   C   C  L   P   G  K  V  T   L   C   W  Q  A   P   D  Q  S   P   C   Q  P   L

  V  P   P   V  P   Q  K  N  A   T   V  N  E   P   Q  D  F   Q  L   V  A   G  H  P   N  L   C   V  Q  V  S   T   W 

 E   K  V  Q  L   Q  A   C  L   W  A   D  S   L   G  P   F   K  D  D  M  L   L   V  E   M  K  T   G  L   N  N  T   

S   V  C  A   L   E   P   S   G  C  T   P   L   P   S   M  A   S   T   R   A   A   R   L   G  E   E   L   L   Q  D  F   R   S

  H  Q  C  M  Q  L   W  N  D  D  N  M  G  S   L   W  A   C  P   M  D  K  Y   I   H  R   R   W  V  L   V  W  L  

 A   C  L   L   L   A   A   A   L   F   F   F   L   L   L   K  K  D  R   R   K  A   A   R   G  S   R   T   A   L   L   L   H  

S   A   D  G  A   G  Y   E   R   L   V  G  A   L   A   S   A   L   S   Q  M  P   L   R   V  A   V  D  L   W  S   R   R   E

  L   S   A   H  G  A   L   A   W  F   H  H  Q  R   R   R   I   L   Q  E   G  G  V  V  I   L   L   F   S   P   A   A   V 

 A   Q  C  Q  Q  W  L   Q  L   Q  T   V  E   P   G  P   H  D  A   L   A   A   W  L   S   C   V  L   P   D  F   L   Q  

G  R   A   T   G  R   Y   V  G  V  Y   F   D  G  L   L   H  P   D  S   V  P   S   P   F   R   V  A   P   L   F   S   L   P

  S   Q  L   P   A   F   L   D  A   L   Q  G  G  C  S   T   S   A   G  R   P   A   D  R   V  E   R   V  T   Q  A   L   R  

 S   A   L   D  S   C   T   S   S   S   E   A   P   G  C  C  E   E   W  D  L   G  P   C   T   T   L   E   • 

SgfI (6)
PvuI (7)

MfeI (82)

Psp1406I (203) HindIII (245) Bsu36I (291)

NgoMIV (441)

KasI (535) AgeI (552)
SphI (560)

Bsu36I (640) XcmI (678)

BbsI (789)

BglII (1064) Acc65I (1088)

Tth111I (1132)

EcoRI (1333) ApaLI (1361)

BstXI (1408) PshAI (1477)

Bsp120I (1642)

BsrGI (1726)

NcoI (1856)

BsrBI (2009)

BssHII (2105) SdaI (2151)

BstAPI (2211) SrfI (2238)
XmaI (2239)

BsrBI (2383)

NgoMIV (2409) RsrII (2465) RsrII (2497)

SandI (2562)

1

101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

2401

2501

1

13

47

80

113

147

180

213

247

280

313

347

380

413

447

480

513

547

580

613

647



ATTCCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGA

TGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAG

GTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCT

TTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGT

ATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAAT

ACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACA

AAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACC

AGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGT

CCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGAC

AGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAG

AGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTAT

ACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGA

CCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCC

ATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCG

ATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAG

GGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGT

TACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGT

TAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCA

TCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTT

CCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGG

TCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACA

CGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGC

TACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTG

GTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTG

GAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTG

TTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGG
TGCCAGAACATTTCTCTATCGAA
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