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Pvul (7)
Sgfl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Pspl14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
Agel (552) BspHI (568) Pvull (588)
501 CTGAGATCACCGGTAGGAGGGCCATCATGAGTCACCTCACACTTCAGCTGCATGTG
- 1M S HL T L QL H V
Sapl (617)
601 GTGATAGCCCTTTATGTGCTCTTCAGATGGTGTCACGGAGGAATCACAAGTATAAACTGCTCTGGTGACATGTGGGTTGAGCCTGGTGAAATTTTTCAGA
11 V.1 A L Y V L F R W CH G G I T S I NCSGDMWVE P GE I F Q

EcoRYV (795)
701 TGGGCATGAATGTTTCTATATATTGCCAAGAAGCCCTTAAGCACTGCCGACCAAGGAATCTTTACTTTTATAAAAATGGCTTCAAAGAAGAATTTGATAT (
44¢M G M N V S | Y C Q E A L KHCRUPIR RNLYTFYKNSGTFIKTETETF DI
Nsil (864)
801 CACAAGGATTAATAGAACAACAGCTCGGATTTGGTATAAAGGCTTTTCGGAACCTCATGCCTATATGCATTGCACTGCTGAATGTCCTGGTCATTTTCAA
77*. T R 1 N R T T AR I WY KGTF S EPWHAYMHTCTA ATET CUPGHTF Q
PshAI (962)
901 GAGACACTGATTTGTGGGAAAGACATTTCCTCTGGACATCCACCGGATGCCCCCAGCAATCTGACATGTGTCATTTATGAATACTCAGGCAACATGACAT
1112 E T L I €C G K DI S S G H PP DAPSNLTT CVI YEY SGNMT
1001 GCACCTGGAACACTGGGAAGCCTACCTACATAGATACCAAGTATATTGTGCATGTGAAGAGTTTGGAGACAGAAGAAGAACAACAATATCTTGCCTCAAG
144 C T W N T G K P T Y I DT K Y I VHV K S L ETETETEIOQQY L A S S
BglII (1108) AvrIl (1172)
1101 CTATGTTAAGATCTCCACTGACTCACTGCAAGGCAGCAGGAAGTATTTGGTATGGGTCCAAGCTGTCAATTCCCTAGGCATGGAGAACTCACAACAACTA
177z Y V K I S T DS L QG S R K YL VWVQAVNSTLGMENSGQAQL
1201 CACGTCCATCTGGATGATATAGTGATACCTTCTGCGTCCATCATTTCCAGGGCTGAGACTACAAACGATACTGTACCCAAGACCATAGTTTACTGGAAAA
211 H V H L D D I VI P S A S I I S RAETTNDTUVZPIKT I VY WK
BsrGI (1397)
Ndel (1393)
1301 GCAAAACTATGATTGAGAAAGTATTCTGTGAGATGAGATACAAAACAACAACAAACCAAACGTGGAGTGTTAAAGAATTTGACGCCAATTTCACATATGT
244S K T M | E K V F C EM R Y K TTTNAOQTWS SV KETFUDANTFTYV
1401 ACAGCAGTCAGAATTCTACCTGGAGCCAGACAGCAAGTATGTATTTCAAGTGCGATGTCAAGAAACTGGTAAAAGAAACTGGCAGCCTTGGAGTTCCCCC
277" Q Q S E F Y L E P DS K Y VF QVRI CQETSGI KT RNWAOQ®PWS S P
BstXI (1517)
1501 TTTGTCCACCAAACTTCCCAAGAAACTGGTAAAAGAAACTGGCAGCCTTGGAGTTCCCCCTTTGTCCACCAAACTTCCCAGACAGTTTCCCAGGTTACAG
311k F V H Q T S Q E T G KRN NWOQPWSSPFVHQTSAQTVS QVT
PshAI (1690)
1601 CAAAATCATCCCACGAACCTCAGAAGATGGAGATGCTCAGTGCTACAATCTTCAGAGGACATCCTGCTTCAGGTAATCATCAAGACATTGGACTTTTGTC
344k A K S S H E P Q KM EMULSATI FRGHPASGNUHA QDI G L L S
BstBI (1765)
Mscl (1714) Bspl119I (1765)
1701 GGGAATGGTCTTCTTGGCCATCATGTTGCCGATTTTTTCTCTGATTGGGATATTTAACAGATCACTTCGAATAGGAATTAAAAGAAAAGTTTTACTGATG
377#. G M V F L A I M L P I F S L I GI F NRSLU RI GI KRIKUVLLHWM
1801 ATCCCAAAGTGGCTTTATGAAGATATTCCTAATATGGAAAATAGCAATGTTGCAAAATTATTACAGGAAAAAAGTGTATTTGAGAATGATAATGCCAGTG
411 | P K W L Y E D I P NM E NS NV A K LULQEIK SV F ENDNAS
EcoO1091 (1903) BamHI (1916)
1901 AGCAGGCCCTGTATGTGGATCCTGTCCTTACAGAGATAAGTGAAATCTCTCCCCTGGAACACAAACCCACAGATTACAAAGAAGAAAGGCTCACAGGACT
444¥E Q AL Y VD P V L T E Il S E 1 SPLEHIK®PTUDYKTETEHRTLTGHL
2001 CCTTGAGACAAGAGACTGTCCTCTAGGAATGTTGTCTACCAGTTCTTCTGTTGTGTATATTCCTGACCTCAACACTGGATACAAACCCCAGGTTTCAAAT
477 L E T R D C P L GM L S TS SSVVY Il PDLNTSGYKUPQV SN
2101 GTTCCTCCTGGAGGAAACCTTTTCATTAACAGAGATGAAAGAGACCCTACATCCCTTGAGACCACAGATGACCACTTTGCCAGATTGAAAACATATCCCA
511 Vv P P G G NL F I NRDTERDZ®PTSLETTHDUDUHTFARTLIKTYFP
2201 ACTTCCAATTTTCTGCTTCAAGTATGGCTTTACTAAACAAAACACTAATTCTTGATGAATTGTGCCTCGTTTTAAATCAAGGAGAATTCAATTCTCTTGA
544N F Q F S A S S M A L L NJKTWL I L DETVLTCLVLNA QGTETFNSULTD
Dralll (2350)
2301 CATAAAAAACTCAAGACAGGAGGAAACCAGCATCGTTTTGCAAAGTGACTCACCCAGTGAAACTATCCCAGCGCAGACTCTGTTGTCTGATGAATTTGTC
5770 1| K N S R Q E E T S I VL QSDSUPSETI PAQTULULSDTEF V
Psp14061 (2457)
2401 TCCTGTTTGGCAATTGGGAATGAAGACTTGCCATCTATTAATTCTTACTTTCCACAGAACGTTTTGGAAAGCCATTTCAGTAGAATTTCACTCTTCCAAA
611 S C L A I G N E DL P S I NS Y FPQNVLTESUHTFS SR RI S L F Q
Mscl (2535)
Nhel (2529)
2501 AGTAGACTATGCCATCAAAGTCAAGGTGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAA
644k K o




Hpal (2667)
2601 ATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTT

2701 CAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCC
e

2801 AAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCT

Sapl (2945)
2901 TTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGT

SspI  (3002) Swal (3016) Eco01091 (3077)
3001 AAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAG

3101 TTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATG
1414 ¢ N R T Y K L P
Sacl (3277)
3201 AGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGG
1314L E E | T T K VL K G NM E I L VF CDU®PAYDS S 1 L ERI CMGTCP
BstXI (3306)
3301 GGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCC
98¢ S V V R I S R DV E D S Y P HRVAV I TDFUDI KU QGNSVASG
Stul (3441)

3401 AATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCG
654 | A I A E A CV T VR G I Y A E I H VA S | I E G T K T R I A A G
3501 ACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGG

31y H H K ND E Y LM T 1 K ETAVEVLETLUDA QQS 1T NTFTIKM--—
3601 CCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCA
—

Sacl (3706)
3701 CTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTG

Spel (3804)
3801 ATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAA
S -

SnaBI (3932)
3901 AACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCC

Ndel (4037)
4001 ATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACG

4101 TCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACC

Pacl (4223)
Pstl (4216)
Sdal (4215)
4201 GTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCA
e

4301 TAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGA

4401 AGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCT

ApaLl (4547)
4501 GTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCG

4601 TCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTC

4701 TTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTT

4801 GATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTT

Eagl (4983)
Pacl (4963) Swal (4972) NotI (4982)
4901 TTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATAT

5001 CTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATA
5101 GGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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