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Pvul (7)
Sefl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Agel (552) BspHI [m] (560)
501 CTGAGATCACCGGTCATCATGATCTTCCACACAGGAACAACGAAGCCTACCCTGGT
- I*M | FHTGTTIKUPT LV
Mscl (626) Bbsl (667)

601 GCTGCTTTGCTGTATAGGAACCTGGCTGGCCACCTGCAGCTTGTCCTTCGGTGCCCCAATATCGAAGGAAGACTTAAGAACTACAATTGACCTCTTGAAA

3 L L CC I GTWLATT CS STLS ST FGA®PI SKTEDTILTRTT I DLLEK
701 CAAGAGTCTCAGGATCTTTATAACAACTATAGCATAAAGCAGGCATCTGGGATGTCAGCAGACGAATCAATACAGCTGCCGTGTTTCAGCCTGGACCGGG

47* Q E S QD L YNNY S I KQA SGMSADTESTS 1 QLZPCTE EFSTLTDR
801 AAGCATTAACCAACATCTCGGTCATCATAGCACATCTGGAGAAAGTCAAAGTGTTGAGCGAGAACACAGTAGATACTTCTTGGGTGATAAGATGGCTAAC

80FE A L T N I SV I I AHLEKVHEKVLSENTVDTSWV I RW LT
901 AAACATCAGCTGTTTCAACCCACTGAATTTAAACATTTCTGTGCCTGGAAATACTGATGAATCCTATGATTGTAAAGTGTTCGTGCTTACGGTTTTAAAG
1713 N | S C F N P LN LN I SV PGNTDTETSYDTE CIKVTF FVLTVLEK

Nhel (1094)
1001 CAGTTCTCAAACTGCATGGCAGAACTGCAGGCTAAGGACAATACTACATGCTGAGTGATGGGGGGGGGGTGCAGTGTCCTCAGCAGTGCCTGTCGCTAGC
147 Q F S N C M A E L QA KDNTTC e
MsclI (1100)

1101 TGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTT

Hpal (1232)
1201 TATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAG

EcoRI (1328)
1301 CAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGA
- -

1401 TGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAG

Sapl (1510) Sspl (1567) Swal (1581)
1501 GTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCA

Eco01091 (1642)
1601 ATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTT

1701 AATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATT
4494 ¢ N R T Y K L P | L E E I T T K V L K G N
Sacl (1842) BstXI (1871)
1801 CATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCA
7204 M E | LV FCD PAYDS I LERGCMGT C®PSVVR I SRDVETD
1901 GAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGC
84S Y PH RV AV | T D FDJZKGO QGNTSVATSG I A |l AEATCVTVRSG
Stul (2006)

2001 CAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGAT

534 | Y A E I HV A S | | EGTIKTH R I AAGVHUHTIKNDETYLMT I
Bbsl (2152)
Xmnl (2148)

2101 CTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGAT

204 K ET AV EV L ELDG QS I NFTK M=
Asel (2214) Sacl (2271)
2201 ATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGT
-

Spel (2369)
2301 ACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAA
-

SnaBI (2497)
2401 TGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATAC




2501 GTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTT

Ndel (2602)
2601 GGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAA

Pacl (2788)
Sdal (2780) BspLU111
2701 CATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAAC
-

2801 ATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATC

2901 GACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCC

3001 GCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCC

ApaLlI (3112)
3101 AAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGC

3201 CACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAG

3301 AACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGT

3401 TTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACT

Eagl (3548)
Pacl (3528) Swal (3537) NotI (3547)
3501 CACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTG

3601 TGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACAT
3701 TTCTCTATCGAA
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