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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
401
SphI (560)
KasI (535) Agel (552)
501 CTGAGATCACCGGTCAGCATGCTGGCCCGGAGGAAGCCGGTGTTACCGGCACTCAC
. 1k M L ARRI KU PVLZPATLT
Bspl120I (621) KasI (643)

601 TATCAACCCTACCATCGCCGAGGGCCCGTCCCCCACCAGCGAGGGCGCCTCTGAGGCAAACCTGGTGGACCTCCAGAAGAAGCTGGAAGAGCTGGACCTG
14 | NP T 1 A E GP SPTSETGASTEANLUVDTLI QIKT KTLTETETLTDIL
701 GATGAGCAGCAAAGGAAGCGGCTGGAGGCCTTCCTTACCCAGAAGGCTAAGGTCGGTGAGCTCAAGGACGACGACTTTGAGAGGATCTCAGAGCTGGGTG
48 D E Q Q R K R L E A F L T QKAI KV GETLTZKUDUDTUDTFTET RTI SETLG

Fspl (893)
BStEII (816) Eagl (887)
801 CCGGCAATGGCGGAGTGGTCACCAAGGCCCGGCATAGGCCGTCAGGCCTCATCATGGCCAGAAAGCTGATCCACCTGGAGATCAAACCGGCCGTGCGCAA
8l"A G N G G V VT KAIRUHRUPSGL I MARTI KTILTIHLTETIIKTPAVTR RN

BsaBI (987)
901 CCAGATCATCCGGGAGCTGCAGGTGCTGCACGAGTGCAACTCGCCCTACATCGTGGGCTTCTATGGGGCCTTCTACAGCGACGGCGAGATCAGCATCTGC
114« Q I I R E L Q VL HEI CNSU®PY I VGFY GATFY SDGEI S I C
Bbsl (1060)
1001 ATGGAGCACATGGATGGTGGCTCACTGGACCAGGTACTGAAGGAGGCCAAGCGGATTCCTGAAGACATCTTGGGGAAGGTCAGCATTGCGGTGCTCCGGG
148#* M E H M D G G S L DQV L KEAIKI RI PEUDI L GI KV S 1T A VLR
BstXI (1154)
1101 GCCTGGCCTACCTCCGAGAGAAGCACCAGATCATGCACAGAGATGTGAAGCCCTCCAACATCCTGGTGAACTCTCGCGGGGAGATTAAGCTGTGTGACTT
181 G L A Y L R E K HQI M HRDVI KU®PSNILVNSI RS GTE'I KL CDTF
Pvull (1213) BsrBI (1270)

BsrBI (1206) Ncol (1226) BspLU11I (1259)
1201 CGGGGTGAGCGGCCAGCTGATCGACTCCATGGCCAACTCGTTTGTAGGGACGCGCTCCTACATGTCCCCAGAGCGGCTGCAGGGCACCCACTACTCTGTG
214 G V. S G QL I DSMANST FVGTRSYMSU®PEIRILI QGTHY SV
1301 CAGTCGGACATCTGGAGCATGGGGCTGTCGCTGGTGGAGCTGGCCATCGGGAGGTATCCCATTCCCCCACCTGATGCCAAGGAACTAGAGGCCAGCTTTG
248 Q S D I W S M G L S LV ELAI GRY P Il PPPDAIKTETLTEASTF
1401 GCCGGCCTGTGGTGGACGGGGCAGACGGAGAACCCCATAGTGTCTCCCCGAGGCCCAGGCCCCCTGGACGCCCCATCAGT GGTCATGGGATGGACAGCCG
281G R P V.V D G A DG EP HSV SPRUPRZPPGRU®PI S GHGMD SR

Ncol (1505)
1501 ACCGGCCATGGCCATCTTTGAGCTGCTGGACTACATAGTGAACGAGCCACCTCCCAAGCTGCCCAGTGGTGTGTTCAGCTCAGACTTCCAGGAGTTTGTG

314« P AMA I F ELLDY 1l VNETPZPPIKTLTZPSGVTFSSDTFIOQEF V
Ecod7III  (1670)
BglIl (1635) Afel (1670)
1601 AATAAATGTCTCATTAAGAACCCAGCAGAGCGAGCAGATCTGAAGCTGCTGATGAACCACGCCTTCATCAAGCGCTCTGAGGGGGAGGAAGTGGACTTCG
348 N K C L I K NP A ERADULJ KTULTLMNUHATFI KR SEGTETEVDTF

Nhel (1776)
1701 CCGGCTGGCTGTGCAGAACCCTGCGGCTGAAGCAGCCCAGCACACCCACGCGGACTGCAGTGTGACAGCCAGCGCCGCTAGCTGGCCAGACATGATAAGA
381k A G W L C R T L R L K QP S TP TR RTAV e
1801 TACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAA

Hpal (1914) Mfel (1925)
1901 GCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAA

EcoRI (2010)
2001 ATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCAT
B ——— -

2101 CAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCA

Sspl  (2249) Swal (2263)
2201 TTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTT

2301 TATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCA

2401 AGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAA
4494 ¢« N R T Y K L P I L E E I T T K V L KGNMTE I L VF
BstXI (2553)
2501 GCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACA
1144 ¢ D P A Y D S 1 L ERCMGT C®PSVVURI1I SRUDVETDSTYUZPUHT RV




2601 GCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGT
804A V. I T D F DK QGNZSVASGI AI AEACVTVZ RGI Y ATE I H
2701 GGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTC
474 VvV A S | | E G T K TR I A A GV HHIKNDTETYTLMT I KETAVE
BspHI (2838)
Bbsl (2834)
XmnI (2830) Asel (2896)
2801 CACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTA
144 V. L E L DQQS I NFTIKM=-
2901 ATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCAT
-t

Spel (3051)
3000 TTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGG
e

SnaBI (3179)
3099 AAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAA

Ndel (3284)
3199 GTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTT

3299 GATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGA

Sdal (3462)Pacl (3470) BspLUL1I (3480)
3399 CGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGG
-

3497 CCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAG

3597 AGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACC

ApaLI (3794)

3697 TGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGT

3797 GCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCC

3897 ACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTA

3997 TCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAA

4097 GCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATT

Eagl (4230)
Pacl (4210) Swal (4219) NotI (4229)
4197 TTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACT

4297 AACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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