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14I03v02



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGAGGAACACGGCCATCATGAGATGGAAGGCACCCC

ATTGGGTTGTCACTCCCACATTAAACTGCTGAAGATCAACAGGGAACATCTGGTCACCAACATTCGGAACACTCAGTGTCTGGTGGACAACTTGCTGGAG

AATGGCTACTTCTCAGCCGAAGATGCAGAGATTGTGTGTGCCTGTCCCACCAAGCCTGACAAGGTCCGAAAGATCCTTGACCTGGTGCAGAGCAAAGGCG

AGGAGGTGTCTGAGTTCTTCCTCTACGTGCTGCAGCAGCTGGAGGATGCTTACGTGGACCTCAGGCTGTGGCTCTCAGAAATTGGCTTCTCCCCTTCCCA

GCTCATTCGGACCAAAACTATCGTCAATACTGACCCAGTAAGCAGGTATACCCAACAGCTGCGACACCAACTGGGCCGCGACTCCAAGTTCATGCTGTGC

TACGCCCAGAAGGAGGACCTGCTGCTGGAGGAGACCTATATGGACACACTCATGGAGCTGGTAGGCTTCAACAATGAAAACCTGGGCAGCCTAGGAGGCC

TGGATTGCCTGCTGGACCACAGTACGGGCGTCCTCAACGAGCATGGCGAGACTGTCTTCGTGTTCGGGGACGCGGGAGTGGGCAAGTCCATGCTGCTGCA

GAGGTTGCAGAGCCTCTGGGCGTCAGGCAGGTTGACCTCCACAGCCAAATTCTTCTTCCACTTCCGCTGCCGCATGTTCAGCTGCTTCAAGGAGAGCGAC

ATGCTGAGTCTGCAGGACCTGCTCTTCAAGCATTTCTGCTACCCGGAGCAGGACCCCGAGGAGGTGTTCTCCTTCTTGCTGCGCTTTCCCCACACAGCGC

TCTTCACTTTTGACGGCCTGGATGAGCTGCACTCAGACTTCGACCTGAGCCGCGTGCCGGATAGCTGCTGCCCCTGGGAGCCGGCTCACCCTCTGGTCCT

GCTGGCTAACCTCCTAAGTGGGAGGCTGCTCAAGGGTGCCGGCAAATTGCTCACTGCTCGCACAGGCGTGGAGGTCCCCCGCCAGCTCCTGCGCAAAAAG

GTGCTGCTCCGGGGCTTCTCCCCAAGTCACCTGCGCGCCTATGCCCGCCGGATGTTCCCCGAGCGCACAGCGCAGGAGCATCTGCTGCAGCAGCTGGATG

CCAACCCCAACCTCTGCAGCCTGTGCGGGGTGCCGCTCTTCTGTTGGATCATCTTCCGTTGTTTCCAGCACTTCCAGACGGTCTTCGAGGGCTCCTCTTC

ACAGTTGCCGGACTGTGCTGTGACCCTGACCGATGTCTTTCTGCTGGTCACTGAGGTGCATCTGAACAGGCCGCAGCCCAGCAGCCTGGTGCAGCGCAAC

ACGCGCAGCCCGGCGGAAACCCTACGTGCAGGCTGGCGCACGCTGCATGCGCTGGGAGAGGTGGCTCACCGAGGCACCGACAAGAGCCTCTTTGTGTTTG

GCCAGGAGGAGGTGCAGGCGTCGAAGCTGCAGGAAGGAGATCTGCAGCTGGGCTTCCTGCGGGCTTTGCCCGATGTGGGCCCTGAGCAGGGCCAGTCTTA

CGAATTTTTCCACCTTACGCTCCAGGCCTTCTTCACCGCCTTCTTCCTGGTAGCAGATGACAAAGTGAGCACCCGGGAGTTGCTGAGGTTCTTTCGAGAA

TGGACGTCTCCTGGAGAGGCAACAAGCTCGTCCTGCCATTCTTCCTTCTTCTCCTTCCAGTGCCTGGGCGGCAGAAGCCGGTTGGGCCCTGATCCTTTCA

GGAACAAAGATCACTTCCAGTTCACCAACCTCTTCCTGTGCGGGCTACTGGCCAAAGCCCGACAGAAACTCCTTCGGCAGCTGGTGCCCAAGGCTATCCT

GAGGAGGAAGCGCAAGGCCCTGTGGGCTCACCTGTTTGCTAGCCTGCGCTCCTACTTGAAGAGCCTACCTCGGGTCCAGTCTGGAGGCTTTAACCAGGTG

CATGCCATGCCCACATTCCTGTGGATGCTGCGCTGCATCTATGAGACGCAGAGCCAGAAGGTGGGGCGCCTCGCCGCCAGGGGCATCAGTGCGGACTACC

TCAAGCTGGCCTTTTGCAACGCTTGCTCTGCGGACTGCAGCGCCCTGTCCTTCGTCCTGCATCACTTCCACAGGCAGCTGGCCCTAGACCTGGACAACAA

 M  E   E   H  G  H  H  E   M  E   G  T   P

  L   G  C  H  S   H  I   K  L   L   K  I   N  R   E   H  L   V  T   N  I   R   N  T   Q  C  L   V  D  N  L   L   E  

 N  G  Y   F   S   A   E   D  A   E   I   V  C  A   C  P   T   K  P   D  K  V  R   K  I   L   D  L   V  Q  S   K  G  

E   E   V  S   E   F   F   L   Y   V  L   Q  Q  L   E   D  A   Y   V  D  L   R   L   W  L   S   E   I   G  F   S   P   S   Q

  L   I   R   T   K  T   I   V  N  T   D  P   V  S   R   Y   T   Q  Q  L   R   H  Q  L   G  R   D  S   K  F   M  L   C  

 Y   A   Q  K  E   D  L   L   L   E   E   T   Y   M  D  T   L   M  E   L   V  G  F   N  N  E   N  L   G  S   L   G  G  
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  R   L   Q  S   L   W  A   S   G  R   L   T   S   T   A   K  F   F   F   H  F   R   C   R   M  F   S   C   F   K  E   S   D 
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 V  L   L   R   G  F   S   P   S   H  L   R   A   Y   A   R   R   M  F   P   E   R   T   A   Q  E   H  L   L   Q  Q  L   D  

A   N  P   N  L   C   S   L   C   G  V  P   L   F   C   W  I   I   F   R   C   F   Q  H  F   Q  T   V  F   E   G  S   S   S

  Q  L   P   D  C  A   V  T   L   T   D  V  F   L   L   V  T   E   V  H  L   N  R   P   Q  P   S   S   L   V  Q  R   N 

 T   R   S   P   A   E   T   L   R   A   G  W  R   T   L   H  A   L   G  E   V  A   H  R   G  T   D  K  S   L   F   V  F   
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R   N  K  D  H  F   Q  F   T   N  L   F   L   C   G  L   L   A   K  A   R   Q  K  L   L   R   Q  L   V  P   K  A   I   L

  R   R   K  R   K  A   L   W  A   H  L   F   A   S   L   R   S   Y   L   K  S   L   P   R   V  Q  S   G  G  F   N  Q  V 

 H  A   M  P   T   F   L   W  M  L   R   C   I   Y   E   T   Q  S   Q  K  V  G  R   L   A   A   R   G  I   S   A   D  Y   

L   K  L   A   F   C   N  A   C  S   A   D  C  S   A   L   S   F   V  L   H  H  F   H  R   Q  L   A   L   D  L   D  N  N
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CAACCTCAATGACTATGGCGTGCAGGAGCTGCAGCCTTGCTTTAGCCGTCTCACGGTTATCAGACTCAGCGTCAACCAGATCACCGACACGGGGGTGAAG

GTGCTATGTGAGGAACTGACCAAGTATAAGATCGTGACGTTCCTGGGTTTATACAACAACCAGATAACTGATATCGGAGCCAGGTATGTGGCCCAAATCC

TGGATGAATGCAGAGGCCTCAAGCACCTTAAACTAGGGAAAAACAGAATAACAAGTGAGGGCGGGAAGTGTGTGGCTTTGGCTGTGAAGAACAGCACCTC

CATCGTTGATGTTGGGATGTGGGGTAATCAGATTGGAGACGAAGGGGCAAAGGCCTTCGCAGAGGCATTGAAGGACCACCCCAGCCTGACCACTCTCAGT

CTTGCATTCAATGGCATCTCTCCGGAGGGAGGGAAGAGCCTTGCGCAGGCCCTGAAGCAGAACACCACACTGACAGTAATCTGGCTGACCAAAAATGAAC

TTAATGATGAGTCTGCAGAGTGCTTCGCTGAGATGCTGAGAGTGAACCAGACGCTACGGCATTTATGGCTGATCCAGAATCGCATCACAGCCAAGGGGAC

AGCGCAGCTGGCGAGGGCACTGCAGAAGAACACAGCCATAACAGAGATTTGTCTCAATGGAAACTTGATTAAGCCCGAGGAGGCCAAAGTCTTCGAGAAT

GAGAAGAGAATCATCTGCTTCGGATCCTATCCCTATGATGTGCCAGACTATGCTGGCTATCCATATGATGTTCCTGATTATGCTGGATACCCTTATGATG

TGCCAGACTATGCCTAAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTT

GTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGG

GGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCT

CTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTT

TAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAG

AAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTG

GACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAAT

GGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACC

CTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGG

CTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTT

GTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAG

TGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGC

TCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTA C T A G

TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATC

ATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGT

CATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAA

AGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTAT

GTAACGCC T G C AG G TT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTC

CGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCC

TCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTA

TCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAG

 •  N  R   T   Y   K  L   P   I   L   E   E   I  

 T   T   K  V  L   K  G  N  M  E   I   L   V  F   C   D  P   A   Y   D  S   I   L   E   R   C   M  G  C  P   S   V  V  

R   I   S   R   D  V  E   D  S   Y   P   H  R   V  A   V  I   T   D  F   D  K  Q  G  N  S   V  A   S   G  I   A   I   A

  E   A   C  V  T   V  R   G  I   Y   A   E   I   H  V  A   S   I   I   E   G  T   K  T   R   I   A   A   G  V  H  H  K 

 N  D  E   Y   L   M  T   I   K  E   T   A   V  E   V  L   E   L   D  Q  Q  S   I   N  F   T   K  M 

  N  L   N  D  Y   G  V  Q  E   L   Q  P   C   F   S   R   L   T   V  I   R   L   S   V  N  Q  I   T   D  T   G  V  K 

 V  L   C   E   E   L   T   K  Y   K  I   V  T   F   L   G  L   Y   N  N  Q  I   T   D  I   G  A   R   Y   V  A   Q  I   

L   D  E   C   R   G  L   K  H  L   K  L   G  K  N  R   I   T   S   E   G  G  K  C  V  A   L   A   V  K  N  S   T   S

  I   V  D  V  G  M  W  G  N  Q  I   G  D  E   G  A   K  A   F   A   E   A   L   K  D  H  P   S   L   T   T   L   S  

 L  A   F   N  G  I   S   P   E   G  G  K  S   L   A   Q  A   L   K  Q  N  T   T   L   T   V  I   W  L   T   K  N  E   

L   N  D  E   S   A   E   C   F   A   E   M  L   R   V  N  Q  T   L   R   H  L   W  L   I   Q  N  R   I   T   A   K  G  T

  A   Q  L   A   R   A   L   Q  K  N  T   A   I   T   E   I   C   L   N  G  N  L   I   K  P   E   E   A   K  V  F   E   N 

 E   K  R   I   I   C   F   G  S   Y   P   Y   D  V  P   D  Y   A   G  Y   P   Y   D  V  P   D  Y   A   G  Y   P   Y   D  

V  P   D  Y   A   • 

EcoRV (2869)

BspEI (3120) FspI (3141)

BamHI (3421) NdeI (3461)

NheI (3518)
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SwaI (4005)
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XmnI (4572)
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SpeI (4793)
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TCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGT

GGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGG

CAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACG

GGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATT

TTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTC
CCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

PacI (5952) SwaI (5961) NotI (5971)
EagI (5972)

5597

5697

5797
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5997
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