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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406] (203)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
401
BstEII (555)
Agel (552) Ncol (560)

501 CTGAGATCACCGGTCACCATGGTCCTGACGCTGCTCTTCTCCGCCTACAAACTGTG

= 1*M V L T L L F SAYZKTLTC

Pvul (636) RsrlI (654) Ncol (682)

601 CCGCTTCTTCACCATGTCAGGCCCACGGCCGGGCGCCGATCGGCTGACAGTGCCCGGACCGGATCGGAGTGGTGGCGCCAGCCCATGGTGGGCTGCGGGC
13 R F F T MSGPIRWPGAD RLTVU®PG®PD R SGGASUZPWWAAG
Nrul (711)

701 GGTCGCGGGTCTCGCGAAGTGTCGCCCGGAGTGGGCACTGAGGIGCAAGGCGCCCTGGAGCGTTCGCTGCCTGAGCTGCAGCAGGCGCTGTCCGAGCTGA
47" G R G S R EV S P GV GTEVQGALTE R SILU®PETLAOQQATLSE'L
801 AACAGGCAAGCGCGGCGCGGGCTGTGGGCGCGGGTCTCGCCGAGGTCTTCCAGCTGGTAGAGGAAGCCTGGCTGCTGCCGGCCGTGGGCCGCGAGGTGGC

8K Q A S AARAV GAGLAEV FQULVETEAWTLILUZPAVGREVA
901 CCAAGGTCTATGCGATGCTATACGTCTGGACGGTGGCCTCGACTTGCTGTTGCGGCTGCTTCAGGCACCGGAGCTAGAGACCCGTGTGCAGGCCGCGCGC
113 Q G L ¢ D A I R LDGSG LD LLULW RLTULOQAUPTETLTETI RVQAA AR
1001 TTGCTGGAGCAGATCCTGGTGGCTGAGAACCGGGACCGCGTGGCGCGCATCGGTCTAGGCGTGATCTTGAACCTGGCGAAGGAGCGCGAGCCTGTGGAAC
147 L L EQ | LV A ENRD I RVAR I GLGV I LNLAKETRTETPVE
BspLUI11I (1130) Stul (1179)

1101 TGGCACGAAGCGTGGCGGGCATCTTGGAGCACATGTTCAAGCACTCGGAGGAGACGTGCCAGCGGCTGGTGGCGGCCGGAGGCCTCGACGCGGTGCTGTA
189 L A R SV A G | L EHM FKH S EETT CQRLVAAGGTULDA AWV LY
1201 CTGGTGCCGCCGCACAGACCCGGCGCTGCTGCGCCACTGCGCTCTTGCGCTGGCGAACTGCGCGCTGCACGGGGGCCAGACGGTGCAGCGGTGCATGGTG
213 W C R R T D P A L L RHCALALANTZ GCALHGSGA QTVQURTCMYV
1301 GAGAAGCGCGCCGCCGAGTGGCTCTTCCCGCTCGCTTTCTCCAAGGAGGACGAGCTGCTGCGGCTGCACGCCTGCCTGGCGGTGGCGGTGTTGGCTACCA
247 E K R AA EW L F P LATFSKEDTETLTILIR RILHACLAVAVLAT
1401 ACAAGGAGGTGGAACGCGAGGTCGAGCATTCTGGCACATTGGCGCTTGTCGAGCCGCTCGTGGCATCGCTGGACCCCGGCCGCTTCGCCCGCTGCCTGGT
280N K E V E R EV EH S G T LALVEPLVASTLDU®PGI RTFARTECILYV
1501 GGATGCCAGTGACACAAGCCAGGGTCGTGGACCAGACGACCTGCAGAGCCTGGTGCTGTTGCTCGATTCGTCGCGTTTGGAGGCTCAGTGCATAGGAGCA
333 D A SDT SQG RGUPDIDLOQSLVLLULDSSURLEAQTC I GA

BstAPI (1612)
Fspl (1609)

1601 TTCTACCTGTGCGCAGAGGCTGCCATCAAGAGCCTACAGGGAAAGACCAAGGTGTTCAGCGACATCGGCGCTATCCAGAGCCTGAAACGCCTGGTTTCTT

347 F Y L C A EA A I K SLQGIKTI KV F SD I GA I Q S LK R LV S

1701 ACTCTACGAATGGCACCACGTCGGCGCTGGCCAAGCGCGCGCTGCGCCTATTGGGCGAGGAGGTGCCAAGGCGCATCCTGCCCTGCGTGGCCAGCTGGAA

380k Y S T N G T T S A LAKIRAL RLIULSGTETEVUPRIRI LPCVASWK
Scal (1844) BstEII (1879)

1801 GGAAGCTGAGGTCCAGACCTGGCTACAGCAGATCGGCTTCTCCCAGTACTGCGAGAACTTTCGGGAGCAGCAGGTAGATGGTGACCTGCTTCTAAGACTC

413 E A EV QTW LQQ I GF SQYCENTFRTEQQVDS GDTLTLTLTR RL

AvrlIl (1923)

1901 ACAGATGAAGAACTCCAGACAGACCTAGGCATGAAATCAAGCATCACCCGCAAGAGGTTCTTTAGGGAGCTCACAGAGCTCAAGACCTTCGCCAGCTACG

447 T D E E L Q T DL GMJIK S S I TRKI RTFTFR RETLTETLZKTTFASY
BamHI (2043)

2001 CTACTTGCGACCGCAGCAACCTAGCGGACTGGCTGGGCAGCCTGGATCCTCGCTTCCGCCAGTACACCTATGGCCTGGTCAGCTGCGGTCTGGACCGCTC

489A T C D R S N L ADWLG S LDUWPRT FRQQYTYGULV SCGTULD R S

Dralll (2107)
2101 CCTGCTGCACCGCGTGTCAGAGCAGCAGCTCCTGGAGGACTGTGGCATCCGCCTGGGAGTGCACCGCACGCGCATCCTCTCTGCAGCCAGAGgtcacttt
513 L L H RV SEQQULULEDT ECG Il RLGVHR RTR R I L SAARTGHF

Tth111I (2228)
2201 gcccagactggcctgagaagcttgaggagaccaagtctccacgatgatggaccccgtgataagcagtggggaagagccaccctcacctccatgtctettt
547 A Q T G L R S L RRP S LHDUDSGU®PRDI KA QWG RATLTSMS L

SandI (2398)
EcoO1091
2301 ccttggctccagAAATGCTACATTCCCCGCTGCCCTGTACTGGAGGCAAGCTCAGTGGGGACACCCCAGATGTCTTTATCAGTTACCGGAGGAACTCAGG
580*S L A P EM LH S P LPCTGG GS KTULSGDTU PDVTFTISYZ RT RNSG

2401 GTCCCAGCTGGCCAGCCTCCTGAAGGTGCACCTGCAGCTTCACGGCTTCAGCGTCTTCATCGACGTGGAGAAGCTGGAAGCCGGCAAATTCGAGGACAAG
613 S Q L A S L LKV HULOQLHGT FSV F I DVEZKTLTEAGIKFETDK



SphI (2567)
2501 CTTATCCAAAGCGTCATAGCGGCTCGCAATTTTGTCCTGGTGCTGTCTGCTGGGGCGCTGGATAAGTGCATGCAGGACCATGACTGCAAGGACTGGGTGC
647 L | Q SV I AARNTFV LV L SAGATLTDTEKTECMAOQDUHTDTECTI KT DWWV
2601 ACAAGGAGATTGTGACTGCTTTAAGCTGTGGCAAGAACATTGTGCCCATCATTGATGGCTTTGAGTGGCCTGAGCCTCAGGCGCTGCCTGAGGATATGCA
680*H K E | V T A L S C G KN I VP I I DGFEWTZPTETPQATLTPTETDMDQ
2701 GGCTGTACTCACCTTCAACGGCATCAAATGGTCCCATGAGTACCAGGAGGCCACCATCGAGAAGATCATCCGCTTCCTACAGGGCCGCCCCTCTCAGGAC
713 AV LT FNG | KW SHTEVYOQTEAT I EK I I R FLQGT RTEPSOQD
Nhel (2875)
2801 TCCTCTGCCGGATCGGATACCAGTTTGGAGGGAGCTACGCCAATGGGTCTGCCTTAACCTGTCCCCAGTTCCCGTGCTAGCTGGCCAGACATGATAAGAT
747 S S A G SDT S LEGAT PMGTL P e
2901 ACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAG

Hpal (3013)  Mfel (3024)
3001 CTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAA

EcoRI (3109)
3101 TGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATC
B — -

3201 AGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCAT

Sspl (3348) Swal (3362)
3301 TTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTT

EcoO1091 (3423)
3401 ATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAA

3501 GAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAG
414 ¢« N R T Y K L P I L E E I T T KV L K G NM E | L V F
3601 CAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAG
1134 D P A Y D S I L ERCMGTC®PSVV R I SRDVEDSYPHRVA
Stul (3787)
3701 CCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTG
84 v | T b FDKAQGNJSVASGI A I AEACVYVYTVRG I YATEIH
3801 GACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCC
474 V. A S | I EG T K T R I AAGV HHIKNDEY LMT I KETAV E
Xmnl (3929) Asel (3995)
3901 ACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAA
13dv L E L DQQS I N FTKM-
4001 TTGTCAAAACAGCGTGGATGGCGTCTCCAGCTITATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTT
-

Spel (4150)
4101 GCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAA
-

SnaBI (4278)
4201 TCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTA

Ndel (4383)
4301 GGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGAT

4401 GTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGT

Pacl (4569)

Sdal (4561) BspLUL1I (4579)
4501 CAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGC
-

4601 AAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTG

4701 GCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCC

4801 GCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACG

4901 AACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGG

5001 TAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGC

5101 GCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGC

5201 AGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGT




Pacl (5309) Swal (5318) NotI (5328)
5301 CATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACAT

5401 ACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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