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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV  (441)
401

BspHI (560)
Agel (552)

501 CTGAGATCACCGGTCATCATGACTAAACCAAATTCCCTCATCTTCTACTGTATCAT

- 1I*PM T K P N S L I F Y C I
601 TGTTTTAGGACTGACACTTATGAAAATCCAATTATCTGAGGAATGTGAGCTTATCATAAAGAGGCCAAACGCAAACCTTACCAGAGTGCCCAAGGACCTA

13 v L G L T LMK 1 QL SEETCTETLTI I KRWPNANLTIR RVZPIKTDIL

BglII (720)
701 CCCTTGCAAACAACTACTTTAGATCTATCACAAAACAATATATCTGAGCTTCAGACTTCTGACATCCTCTCATTGTCCAAGCTGAGGGTCCTGATAATGT
47 P L Q T T T L DL S QNNI SELAQTSD I L SL S KWL RVL I M
801 CCTACAACAGACTCCAGTATCTTAATATCAGTGTTTTCAAATTCAACACAGAGCTGGAATATTTGGATTTGTCCCACAATGAGCTAAAGGTGATCTTGTG
80S Y N R L Q Y L NI SV F KTFNTETLTEYLUDTULSHNTETLIKUWVI L C
901 CCACCCAACAGTCAGCCTCAAGCATTTGGACCTCTCCTTTAATGCCTTTGATGCCCTGCCTATATGCAAAGAATTTGGCAACATGTCCCAACTACAGTTC
113 H P T V S L K HL DL SF NATFIDALU P11 CIKTETFGNMSOQL QF
BsrBI (1008) Pvull (1039)
1001 CTGGGGTTGAGCGGTTCTCGGGTACAAAGTTCAAGTGTGCAGCTGATTGCTCATTTGAACATCAGTAAGGTTTTGCTGGTGTTAGGAGATGCTTATGGGG
147 L G L S G S RV QS SSVQLI1T AHLNISIKVLILUVLGDAYSG
1101 AAAAAGAAGACCCCGAATCTCTTCGGCACGTTAGCACTGAGACTCTGCATATTGTTTTCCCGTCGAAAAGAGAATTCCGTTTTCTTCTGGATGTGTCCGT
180FE K E D P E S L R HV S TETULHI VF P S KU RTETFI RTFIULLUDVS YV
Pvul (1208) HindIII (1285)
1201 CAGCACTACGATCGGTTTGGAACTGTCTAACATCAAGTGTGTGCTTGAAGACCAGGGCTGCTCTTATTTCTTACGTGCTTTGTCAAAGCTTGGAAAGAAT
213 S T T I G L E L S NI K C VL EDO QGT CSYF L RAL S KL G KN
1301 CTGAAGCTCTCAAATCTTACCCTGAACAATGTGGAAACAACGTGGAATTCCTTCATTAATATCCTCCAGATAGTTTGGCATACGCCAGTCAAATATTTCT
247 L K L S N L T L NNV ETTWNST FI N1 L QI VWHTU®P VK Y F
1401 CAATTTCAAATGTGAAGCTACAAGGTCAACTTGCCTTCAGGATGTTCAATTATTCTGACACTTCTCTGAAGGCTTTGTCGATACATCAAGTTGTCACTGA
280kS I S NV KL QGQLAFURMTFNYSDTS SULIKALS 1T HQVVTHD
1501 TGTCTTCAGCTTCCCCCAAAGTTACATATACAGTATCTTTGCCAATATGAACATCCAAAACTTTACAATGTCTGGAACACACATGGTCCACATGCTGTGC
313 VvV F S F P QSY I YSI FA NMNIQNTFTMSGTHMVHMILC
1601 CCGTCCCAAGTTAGCCCATTTCTGCATGTGGACTTTACAGATAACCTTTTAACAGACATGGTTTTTAAAGACTGTAGAAACTTAGTTAGATTGAAAACAC
347k P S Q VS P F L HVDFTDNILILTMDMVTFIKUDT CRNILVRLKT
1701 TTAGTTTACAAAAGAATCAGTTAAAAAACCTTGAGAATATAATCCTCACATCTGCAAAGATGACATCCCTACAAAAACTAGACATTAGCCAGAATTCTCT
380kL S L Q K N Q L K N L EN1T I L T SAKMTS L QK LD I S QNS L
BstBI  (1863)
Bsp1191 (1863)
1801 AAGGTACAGCGATGGGGGAATCCCATGCGCCTGGACCCAGAGTTTGTTAGTTTTAAATTTGTCTTCGAATATGCTTACAGGCTCTGTCTTCAGATGCTTA
413 R Y S DG G I P CAWTIQSULULVLNLSSNMLTSGSVFRTCIL
BstAPI (1971)
Pstl (1969)
Sdal (1968)
1901 CCTCCCAAAGTCAAGGTCCTTGACCTTCACAACAACAGGATAATGAGCATCCCTAAAGATGTCACCCACCTGCAGGCTTTGCAGGAACTCAATGTAGCAT
447 P P K V K VL DL HNNRI M S I P KDV THILIG QALIGQETLNWVA
2001 CCAACTCCTTAACTGACCTTCCTGGGTGCGGGGCCTTCAGCAGCCTTTCTGTGCTGGTCATCGACCATAACTCAGTTTCCCATCCCTCTGAGGATTTCTT
480*S N S L T DL P G CGATF S SLSVLVI DHNSVSHZPSETDTFF
Tth111I (2170)
2101 CCAGAGCTGTCAGAATATTAGATCCCTAACAGCGGGAAACAACCCATTCCAATGCACATGTGAGCTGAGGGACTTTGTCAAGAACATAGGCTGGGTAGCA
513 Q S C Q NI R S L TAGNNZPTFQCTT CETULIZ RUDTFVIKNIGWVA
2201 AGAGAAGTGGTGGAGGGCTGGCCTGACTCTTACAGGTGTGACTACCCAGAAAGCTCTAGGGGAACTGCACTGAGGGACTTCCACATGTCTCCACTATCCT
547 R E V VE G WP DS Y RCDY®PESSRGTALI RIDTFHMS®P L S
2301 GTGATACTGTTCTGCTGACTGTCACCATCGGGGCCACTATGCTGGTGCTGGCTGTCACTGGGGCTTTCCTCTGTCTCTACTTTGACCTGCCCTGGTATGT
5¢C D T V L L T VT I G A T ML VLAV TGATFILTCLYFDULUZPWYYV
2401 GAGGATGCTGTGTCAGTGGACACAGACCAGGCACAGGGCCAGGCACATCCCCTTAGAGGAACTCCAGAGAAACCTCCAGTTCCATGCTTTTGTCTCATAC
613 R M L C Q W T Q T R HR AR H I P L EEULI QRNLI QFHATFVSY
2501 AGTGGGCATGATTCTGCCTGGGTGAAGAACGAATTACTACCCAACCTAGAGAAAGATGACATCCAGATTTGCCTCCATGAGAGGAACTTTGTCCCTGGCA
647 S G H D S AWV KNE L L P NWLEIKWDU D I Q1 CL HEI RNTFVPG
2601 AGAGCATTGTGGAGAACATCATCAATTTCATTGAGAAGAGTTACAAGTCCATCTTTGTGCTGTCTCCCCACTTCATCCAGAGTGAGTGGTGTCATTATGA
680K S | V E N I I N F I E K S Y K S I F VL SPHT FI QS EWTC CHYE
Scal (2777)
2701 ACTCTATTTTGCCCATCACAATCTCTTCCATGAAGGCTCTGATAACTTAATCCTCATCTTGCTGGCACCCATTCCCCAGTACTCCATCCCTACCAATTAC
713 L Y F A HHNWLTFHESGSIDNTLT I LI L LAPI PQY S I P TNY
2801 CACAAGCTCAAAACTCTCATGTCACGAAGGACCTATCTGGAATGGCCCACAGAGAAGAACAAGCATGGACTTTTTTGGGCAAACCTAAGAGCATCCATTA
747F H K | K T 1 M S R R T Y | F W P T F K N K H G I F W A N | R A S |



Msecl (2978)
Hpal (2911) Nhel (2972)
2901 ATGTTAAGCTGGTTAACCAGGCAGAAGGAACGTGTTACACACAGCAATAAGAATATCCACCTCAATGATGTTGCTAGCTGGCCAGACATGATAAGATACA
780N V K L V N Q A E G T C Y T Q Q -«
3001 TTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTG

Hpal (3110)  Mfel (3121)
3101 CAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGT

3201 GGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGG
D —— -

Sapl (3388)
3301 GGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTC

Swal (3459)
3401 TTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATT

3501 AGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAA

3601 AGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAG
—— #4914 ¢« N R T Y K L P I L E E I T T K V L KGNME I L V F C
Sacl (3720)
3701 TCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCA
1124D P A Y D S I L ERCMGC®PSVVRI SRDVETUDSYPHRVAYV
Stul (3884)

3801 CAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGAC
799 1 T D F DK QGNSVASGI A I AEACVTVRGI YATETI HV
3901 AGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACC
464 A S 1 | E G T K TR I A A GV HHIKNDTEYLMTI KETAVEV
4001 AGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTG

124 E L D Q Q S I N F T K M ==

Sacl (4149)
4101 TCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCG
—d

Spel (4247)
4201 TCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCC
e

SnaBI (4375)
4301 CCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGA

Ndel (4480)
4401 AAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTA

4501 CTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAA

Pstl (4659)

Sdal (4658) Pacl (4666)
4601 TGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAA
-

4701 AGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCG

4801 AAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCC

ApaLI (4990)
4901 TTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAAC

5001 CCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAA

5101 CAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCT

5201 CTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGA

5301 TTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCAT

Eagl (5426)
Pacl (5406) Swal (5415) NotI (5425)
5401 GGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACG

5501 CTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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