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1 GGACCTGCAGGGCCTGAAATAACCTCTGAAAGAGGAACTTGGTTAGGTACCTTCTGAGGCGGAAAGAACCAGCTGTGGAATGTGTGTCAGTTAGGGTGTG

101 GAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCAGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAG

201 AAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCATAGTCCCACTAGTGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGA

| .

301 GAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTAGAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCC

401 GAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCCGTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

501

601

Ncol (799)
Agel (791)
701 CTGAGATCACCGGTCAC
>

Xhol (852)
801 CATGGAGATCAAGGTGCTGTTTGCCCTCATCTGTATTGCTGTTGCTGAGGCACTCGAGCGGGTCCAACCCACCGAAAGCATTGTGCGGTTCCCAAATATC
I*M E | KV LFAL IC I AVATEATLTERVQPTESTIVREFTFPN.I
901 ACCAATCTGTGTCCCTTTGGCGAAGTGTTCAATGCTACAAGGTTTGCTTCTGTGTACGCATGGAATAGGAAACGCATCTCCAATTGTGTCGCTGATTACT
IsS» T N L C P F G EV FNA AT R FASVYAWNI I RI KT R I SNZC CVADY
1001 CCGTGCTGTACAATTCCGCCTCTTTCTCAACCTTCAAGTGTTATGGCGTTTCACCTACCAAACTTAACGACCTGTGCTTCACTAATGTGTATGCCGACTC
48S V L YN SA S F ST FKCVYGV SPTIKTILNDTLTCTFEFTNVYATDS
1101 TTTTGTGATACGAGGCGATGAAGTGAGACAGATTGCACCAGGGCAGACCGGCAAAATTGCCGACTACAACTACAAGCTTCCAGATGACTTTACCGGATGT
8% FV I RGD EV RQ I APGQTGIK I ADTYNTYTZKTLTPDDTFETGSC
1201 GTTATTGCATGGAACTCAAACAATCTGGATTCCAAGGTGGGTGGCAACTATAACTACCTGTATAGACTGTTCAGGAAATCCAACCTGAAACCATTCGAGC
115 V. | AW N S N N L D S KV GGNYNY LY RULTFIZ RIKSNILIK P F E
1301 GAGATATAAGCACAGAAATCTACCAGGCTGGAAGTACGCCCTGCAACGGCGTGGAAGGGTTCAACTGCTACTTCCCATTGCAGAGTTACGGATTCCAGCC
48R D | S T E | YQA G ST PCNGV EGTFEFNTCYT FPLOQSTYGTFEROQSFP
1401 TACAAACGGGGTGGGTTACCAACCCTATCGTGTCGTAGTCCTGAGTTTTGAGCTCCTCCATGCCCCAGCCACAGTCTGTGGCCCCAAGAAAAGCACCAAT
188 T N GV G Y Q P YRV VYV LSTFETLTLHATPATVCGTPKT KTSTN
BamHI (1527) Nhel (1558)
1501 CTGGTGAAGAACAAATGCGTGAACTTIGGATCCGGCCATCATCATCACCATCACTAAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGA
215 L V K N K C VN F G S G HHHUHHTH e
1601 CAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTA

1701 ACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTA
- -

1801 AAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATG

1901 TGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAAT

2001 GCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGA

2101 TGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGC

2201 TTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTC
1414 ¢ N R T Y K L P I L E E I T T KV LK GNWMTE I LV FCDPAYTD
2301 AGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAG
1084 S | L E R C M G C P SV V R I S RDVEDSYPH RVAV | T D F
2401 TCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCT

744D K Q G N SV A SG I A I A EACVTVV RG I YAEITHVAS I | E
2501 CCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTG
474 6 T K T R I AA GV HHKNDEY LMT I KETA AV EV L E L DAQ
2601 CTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGG
84 Q S I N F T K M= -]
2701 ATGGCGTCTCCAGCITATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAG

2801 TTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACC
-

2901 GCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGT

3001 CATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCA

3101 GTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGT




3201

3301

3401

3501

3601

3701

3801

3901

4001
4101

TGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGT
e

AAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGAC

TATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGG

AAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCC

GACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAG

CGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGT

TACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAA

AAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAA

CATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAAC
AAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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