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NotI (-1)
1 GCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACA
Pvul (172)
Sefl (171)
101 AAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAAGGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCA

Mfel (247) EcoNI (261)
201 GAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTAGAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATG

Psp14061 (368)
301 TCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCCGTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAG

HindIII (410)
Pvull (404) EcoNI (452)
401 AACACAGCTGAAGCTTCGAGG

501
Nael (606)
601
Ncol (725)
BstEII (720)
Agel (717)
701 CTGAGATCACCGGTCACCAT GGAAAACATGTTCCTTCAGTCGTCAATGCTGACCTGCATTTTCCTGCTAATATCTGGTTCCTGTGAGTTAT
_— I*M ENM F L QS SMLTT CI FLL I SGSTCTE/L

Sall (881)
801 GCGCCGAAGAAAATTTTTCTAGAAGCTATCCTTGTGATGAGAAAAAGCAAAATGACTCAGTTATTGCAGAGTGCAGCAATCGTCGACTACAGGAAGTTCC
25¥C A E E NF SR SYPCDEIKI K QNDS SV I AETCSNRIRLIOQE VP
901 CCAAACGGTGGGCAAATATGTGACAGAACTAGACCTGTCTGATAATTTCATCACACACATAACGAATGAATCATTTCAAGGGCTGCAAAATCTCACTAAA
58 Q T VG K Y V T E L DL SDNTF I THI TNESTFQGLQNLTK
BsrGI (1023)
1001 ATAAATCTAAACCACAACCCCAATGTACAGCACCAGAACGGAAATCCCGGTATACAATCAAATGGCTTGAATATCACAGACGGGGCATTCCTCAACCTAA
92 1| N L NH NP NV QHQNGNPGI QS NGLNI TDGATFLNL
1101 AAAACCTAAGGGAGTTACTGCTTGAAGACAACCAGTTACCCCAAATACCCTCTGGTTTGCCAGAGTCTTTGACAGAACTTAGTCTAATTCAAAACAATAT
125K N L R E L L L EDNQLUPQI PSGLU®PESTLTTETLSTLI QNN
1201 ATACAACATAACTAAAGAGGGCATTTCAAGACTTATAAACTTGAAAAATCTCTATTTGGCCTGGAACTGCTATTTTAACAAAGTTTGCGAGAAAACTAAC
158 Y N I T K E G 1 S R L I N L KNLY L AWNTZC CYTFNIKVCEIKTN
1301 ATAGAAGATGGAGTATTTGAAACGCTGACAAATTTGGAGTTGCTATCACTATCTTTCAATTCTCTTTCACATGTGCCACCCAAACTGCCAAGCTCCCTAC
192 | E D GV F E T L TNWLETULULSLSFNSLSHVPPIKTLTZPSSL
1401 GCAAACTTTTTCTGAGCAACACCCAGATCAAATACATTAGTGAAGAAGATTTCAAGGGATTGATAAATTTAACATTACTAGATTTAAGCGGGAACTGTCC
225/R K L F L S NT QI K Y I S EEDTFKGUL I NLTULULDLSSGNT CF®P
1501 GAGGTGCTTCAATGCCCCATTTCCATGCGTGCCTTGTGATGGTGGTGCTTCAATTAATATAGATCGTTTTGCTTTTCAAAACTTGACCCAACTTCGATAC
258 R C F NA P F P CVPCDGGASI NI DRTFAFIOQNLTA QLR RY
1601 CTAAACCTCTCTAGCACTTCCCTCAGGAAGATTAATGCTGCCTGGTTTAAAAATATGCCTCATCTGAAGGTGCTGGATCTTGAATTCAACTATTTAGTGG
292 L N L S S T S L RKI NAAWTFIKNMPHLIKVLDTLTETFNYLV
1701 GAGAAATAGCCTCTGGGGCATTTTTAACGATGCTGCCCCGCTTAGAAATACTTGACTTGTCTTTTAACTATATAAAGGGGAGTTATCCACAGCATATTAA
325G E I A S GA F L TMUL®PRLTET I LDLSTFNY Il KGSY P QHI N
1801 TATTTCCAGAAACTTCTCTAAACTTTTGTCTCTACGGGCATTGCATTTAAGAGGTTATGTGTTCCAGGAACTCAGAGAAGATGATTTCCAGCCCCTGATG
35 | S R N F S K L L S L RALUHLIRSGYVF QETULT RTEUDUDTFIQPTLM
Clal (1951)
1901 CAGCTTCCAAACTTATCGACTATCAACTTGGGTATTAATTTTATTAAGCAAATCGATTTCAAACTTTTCCAAAATTTCTCCAATCTGGAAATTATTTACT
392 Q L P NL ST 1T NLGI NF I KQ1I DF KULTFQNFSNLEI I Y
2001 TGTCAGAAAACAGAATATCACCGTTGGTAAAAGATACCCGGCAGAGTTATGCAAATAGTTCCTCTTTTCAACGTCATATCCGGAAACGACGCTCAACAGA
425*L S E N R I S P L VKDTWRQSYANSSSTFQRHI RKIZ RIRSTD
BstBI (2118)
2101 TTTTGAGTTTGACCCACATTCGAACTTTTATCATTTCACCCGTCCTTTAATAAAGCCACAATGTGCTGCTTATGGAAAAGCCTTAGATTTAAGCCTCAAC
458 F E F D P H S N F Y HF TR P L I KPQCAAYGIKALUDTLSTLN
2201 AGTATTTTCTTCATTGGGCCAAACCAATTTGAAAATCTTCCTGACATTGCCTGTTTAAATCTGTCTGCAAATAGCAATGCTCAAGTGTTAAGTGGAACTG
492» S I F F I G P NQF ENLUPDI ACLNLSANSNAQVLSGT
2301 AATTTTCAGCCATTCCTCATGTCAAATATTTGGATTTGACAAACAATAGACTAGACTTTGATAATGCTAGTGCTCTTACTGAATTGTCCGACTTGGAAGT
525 E F S A I P HV KY L DLTNNRTULUDTFIDNASALTTETLSDTILEV
BglII (2403)
2401 TCTAGATCTCAGCTATAATTCACACTATTTCAGAATAGCAGGCGTAACACATCATCTAGAATTTATTCAAAATTTCACAAATCTAAAAGTTTTAAACTTG
55 L D L S Y NS HY F R I A GV THWUHLTETF I QNTFTNLIKVLNTL
2501 AGCCACAACAACATTTATACTTTAACAGATAAGTATAACCTGGAAAGCAAGTCCCTGGTAGAATTAGTTTTCAGTGGCAATCGCCTTGACATTTTGTGGA
592 S H NN I Y TL TDJ KYNLTESI KSLVELVFSGNRTLUDI LW
2601 ATGATGATGACAACAGGTATATCTCCATTTTCAAAGGTCTCAAGAATCTGACACGTCTGGATTTATCCCTTAATAGGCTCAAGCACATCCCAAATGAAGC
625N D D D N R Y I S I F K G L KNULTRULDULSULNR RILIKUHI P NEA
Xhol (2794
2701 ATTCCTTAATTTGCCAGCGAGTCTCACTGAACTACATATAAATGATAATATGTTAAAGTTTTTTAACTGGACATTACTCCAGCAGTTTCCTCGTCTCGAG
658 F L N L P A S L T E L H I NDNMLIKTFFNWTILLQQFPRLE
2801 TTGCTTGACTTACGTGGAAACAAACTACTCTTTTTAACTGATAGCCTATCTGACTTTACATCTTCCCTTCGGACACTGCTGCTGAGTCATAACAGGATTT
692 L L D L R GNIK L L F L TDSULSDTFTSSLRTILLLSHNRI
2901 CCCACCTACCCTCTGGCTTTCTTTCTGAAGTCAGTAGTCTGAAGCACCTCGATTTAAGTTCCAATCTGCTAAAAACAATAAACAAATCCGCACTTGAAAC
725*S H L P S G F L S EV S SLKUHLDLSSNLTULIKTI NKSATLET
BsiBI (3088)
3001 TAAGACCACCACCAAATTATCTATGTTGGAACTACACGGAAACCCCTTTGAATGCACCTGTGACATTGGAGATTTCCGAAGATGGATGGATGAACATCTG
758 K T T T K L S M L ELHGNZPTFET CTT CD I GDF RIRMWMDEHIL
3101 AATGTCAAAATTCCCAGACTGGTAGATGTCATTTGTGCCAGTCCTGGGGATCAAAGAGGGAAGAGTATTGTGAGTCTGGAGCTAACAACTTGTGTTTCAG
792 NV K I P R L VDVI CASPGDA QRS GIKS S I VSLELTTTCUWVS
PstI (3206) Ncol (3245)
3201 ATGTCACTGCAGTGATATTATTTTTCTTCACGTTCTTTATCACCACCATGGTTATGTTGGCTGCCCTGGCTCACCATTTGTTTTACTGGGATGTTTGGTT
825D V T A V | L F F F TF F I T TMVMLAALAHUHLTFY WDV WTF
3301 TATATATAATGTGTGTTTAGCTAAGGTAAAAGGCTACAGGTCTCTTTCCACATCCCAAACTTTCTATGATGCTTACATTTCTTATGACACCAAAGATGCC
858 | Y NV C L A KV K GY RS L STSAQTTFYDAY 1l SYDTIKDA
Smal (349
SandI (3491)
Psp14061 (3460) EcoO1091 (3491)
3401 TCTGTTACTGACTGGGTGATAAATGAGCTGCGCTACCACCTTGAAGAGAGCCGAGACAAAAACGTTCTCCTTTGTCTAGAGGAGAGGGATTGGGACCCGG
892 S V T DWV I NELRYHLTEESRDIKNVLILT CLTETERTDWTDP



Ball (3503)
3501 GATTGGCCATCATCGACAACCTCATGCAGAGCATCAACCAAAGCAAGAAAACAGTATTTGTTTTAACCAAAAAATATGCAAAAAGCTGGAACTTTAAAAC
925*G L A I I D NL M QS I NQS KZKTVF FVLTZIKTI KTYAZ KSMWNTFKT
3601 AGCTTTTTACTTGGCTTTGCAGAGGCTAATGGATGAGAACATGGATGTGATTATATTTATCCTGCTGGAGCCAGTGTTACAGCATTCTCAGTATTTGAGG
95 A F Y L AL Q R LMDENMDVYVI I F I LLEPVLI QHSAGQYLR
3701 CTACGGCAGCGGATCTGTAAGAGCTCCATCCTCCAGTGGCCTGACAACCCGAAGGCAGAAGGCTTGTTTTGGCAAACTCTGAGAAATGTGGTCTTGACTG
992 L R Q R I C K S S I L QWP DN NZPIKAESGTLTFWOQTTLR RNVVLT
Ball (3874)
Nhel (3868)
3801 AAAATGATTCACGGTATAACAATATGTATGTCGATTCCATTAAGCAATACTAACTGACGTTAAGTCATGCTAGCTGGCCAGACATGATAAGATACATTGA
1025*E N D S R Y N NM Y V D S | K QY e
3901 TGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAAT

Hpal (4006) Mfel (4017)
4001 AAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTA

4101 TGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCT
—

4201 GTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTA

4301 TGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGC

EcoO1091 (4416)
4401 AGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCG

Scal (4573)
4501 AGCTTCTAGCGAATTCTCGACTCATTCCTTTGCCCTCGGACGAGTGCTGGGGCGTCGGTTTCCACTATCGGCGAGTACTTCTACACAGCCATCGGTCCAG
E— 3424 ¢« E K A R PR TS PRIRNGSDALVEVCGDTW
4601 ACGGCCGCGCTTCTGCGGGCGATTTGTGTACGCCCGACAGTCCCGGCTCCGGATCGGACGATTGCGTCGCATCGACCCTGCGCCCAAGCTGCATCATCGA
3154v. A A S R R A1l Q TR GV TGAGS S RVI ADT CRGAOQAWAADTDF
Sacll (4764) BsrBI (4794)
4701 AATTGCCGTCAACCAAGCTCTGATAGAGTTGGTCAAGACCAATGCGGAGCATATACGCCCGGAGCCGCGGCGATCCTGCAAGCTCCGGATGCCTCCGCTC
2824 N G D VL S QY LQDULGI RLMYARTULIZ RPSSGALTETPHTR RTR RE
4801 GAAGTAGCGCGTCTGCTGCTCCATACAAGCCAACCACGGCCTCCAGAAGAAGATGTTGGCGACCTCGTATTGGGAATCCCCGAACATCGCCTCGCTCCAG
24994 F Y R T Q Q EM CA L WPIRMWTFTFI NAVEYQSDGTFMMATESW
4901 TCAATGACCGCTGTTATGCGGCCATTGTCCGTCAGGACATTGTTGGAGCCGAAATCCGCGTGCACGAGGTGCCGGACTTCGGGGCAGTCCTCGGCCCAAA
214D | VA T I R G NDTL V NNSGFDAMHVLHRVEUZPTCDTEAWL
Tth111I (5037) Ndel (5092)
5001 GCATCAGCTCATCGAGAGCCTGCGCGACGGACGCACTGACGGTGTCGTCCATCACAGTTTGCCAGTGATACACATGGGGATCAGCAATCGCGCATATGAA
1824 M L E D L AQAV SASVTITDDMVTQWHYVHPDAIATCII F
Pvul (5180)
RsrIl (5133) BsrBI (5152) Sgfl (5179)

5101 ATCACGCCATGTAGTGTATTGACCGATTCCTTGCGGTCCGAATGGGCCGAACCCGCTCGTCTGGCTAAGATCGGCCGCAGCGATCGCATCCATGAGCTCC
1494 D R W T T Y Q G 1 G QP GFPGFGSTQSLDAAAI ADMILE
5201 GCGACGGGTTGCAGAACAGCGGGCAGTTCGGTTTCAGGCAGGTCTTGCAACGTGACACCCTGTGCACGGCGGGAGATGCAATAGGTCAGGCTCTCGCTGA
1154A V. P Q L VA P L E T EP L DQLTVGQART RS I CYTLSESTF
5301 ATTCCCCAATGTCAAGCACTTCCGGAATCGGGAGCGCGGCCGATGCAAAGTGCCGATAAACATAACGATCTTTGTAGAAACCATCGGCGCAGCTATTTAC
824 E G I DL VEUP I PLAASATFHRYVYRDIKYTFSGDATGCSNYV

Tth111I (5481)
5401 CCGCAGGACATATCCACGCCCTCCTACATCGAAGCTGAAAGCACGAGATTCTTCGCCCTCCGAGAGCTGCATCAGGTCGGAGACGCTGTCGAACTTTTCG
4949 R L VY GR G GV DF SF AR SETEGESLAQMLDS SV S DF KE
PshAI (5514)
Nrul (5510) BspHI (5543)
5501 ATCAGAAACTTCGCGACAGACGTCGCGGTGAGTTCAGGCTTTTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGAT
1541 L F K AV S T A T L E P K K M-
5601 GATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGC

Spel (5756)
5701 CCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACT

SnaBI (5884)
5801 TGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGC

Ndel (5989)
5901 CAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACA

6001 CTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTAT

Pstl (6168)
Sdal (6167)
6101 TGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAG
-

6201 GCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCA

6301 GAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATAC

6401 CTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTG

6501 TGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGC

6601 CACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGT

6701 ATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCA

6801 AGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGAT

6901 TTTGGTCATGGCTAGTTAATTAACATTTAAATCA
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